
SAMN11252294_a1_ct38241: 26,644-36,772 (+)

44 45 46
replication initiation protein (CDS_0047)

48 DS-15__DS-15A (CDS_0049) 50 51 52 53 54 55 56 57 58 59

SAMN11252264_a1_ct308880_vs1: 25,418-36,056 (+)

46 49 50 51 RM_Type_II__Type_II_MTases_FAM_1 (CDS_0053)

MGV-GENOME-0259859: 26,790-38,421 (+); 1-1,746 (+)

146 53 54 57

Han_2018_ERR1398180_NODE_250_length_37191_cov_112.007809: 24,651-37,189 (+)

42 49 50 51 52 58

MGV-GENOME-0231592: 24,994-33,630 (+)

49 51

MGV-GENOME-0221998: 21,665-31,897 (+)

33 39 40 41 42 43

uvig_580463: 25,858-36,391 (+)

51 52 53
54

55 56 57 58

MGV-GENOME-0244223: 26,420-35,831 (+); 1-2,939 (+)

246 50 51 53 HNH endonuclease (CDS_0054)

uvig_178409: 25,706-35,943 (+); 1-2,939 (+)

head maturation protease51 HNH endonuclease (CDS_0052)

uvig_177611: 26,241-37,427 (+)

52
HNH endonuclease (CDS_0053)

54 55

MTase_II_00074 Type (CDS_0056)

57 63

MGV-GENOME-0251303: 27,605-36,950 (+)

54 55 57

MGV-GENOME-0251118: 26,616-36,921 (+); 1-3,606 (+)

353 54 55 56 57

IMGVR_UViG_3300045988_068547|3300045988|Ga0495776_127515: 26,497-36,798 (+)

52 53 54 55 56

MGV-GENOME-0236856: 24,082-34,684 (+); 1-2,939 (+)

46 47 48

IMGVR_UViG_3300045988_099283|3300045988|Ga0495776_125501: 24,082-34,596 (+)

46 47 48

MGV-GENOME-0246284: 24,931-33,872 (+)

39 46 47 48 49

IMGVR_UViG_3300045988_063178|3300045988|Ga0495776_145833: 24,931-33,872 (+)

46 47 48 49

MGV-GENOME-0239092: 24,931-35,088 (+); 1-2,939 (+)

45 46 47

uvig_596334: 26,202-36,643 (+)

52
HNH endonuclease (CDS_0053)

54
HNH endonuclease (CDS_0060)

61

SAMEA3951613_b1_ct3: 24,926-34,472 (+)

48 49

IMGVR_UViG_3300045988_120476|3300045988|Ga0495776_083847: 26,492-37,582 (+)

53 54 55 56

IMGVR_UViG_3300029737_000336|3300029737|Ga0245199_100033|3-39884: 29,067-39,880 (+)

55 56 57 58

uvig_200946: 27,675-38,488 (+)

53 54 55 56

SAMN11252253_a1_ct9943: 26,095-35,643 (+)

Mom-like DNA modification protein (CDS_0044) 49 MTase_II_00172 Type (CDS_0050)

MGV-GENOME-0235304: 25,280-31,845 (+)

50

IMGVR_UViG_3300045988_082236|3300045988|Ga0495776_103393: 25,185-35,570 (+)

41 replication initiation protein (CDS_0043) 47 48

MGV-GENOME-0242482: 25,185-35,570 (+)

42 47 48

SAMN11252281_a1_ct95294_vs1: 26,050-35,546 (+)

50 54

IMGVR_UViG_3300045988_155528|3300045988|Ga0495776_014259: 27,068-36,444 (+); 1-3,606 (+)

53 54 55 56 57

MGV-GENOME-0244609: 25,354-35,887 (+); 1-1,746 (+)

43 45 46 49
HNH endonuclease (CDS_0050)

51 MTase_II_00172 Type (CDS_0055)

uvig_596663: 25,755-34,689 (+)

47 48 49

MGV-GENOME-0249287: 25,484-33,560 (+)

39 41
replication initiation protein (CDS_0042)

43 44 46 47

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


