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34 35
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uvig_177611: 16,601-26,147 (+)
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toxin-antitoxin system HicB-like (CDS_0031)
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uvig_592157: 16,920-27,626 (+)

transposase (CDS_0030)
toxin-antitoxin system HicB-like (CDS_0034)

35 41

IMGVR_UViG_3300045988_120476|3300045988|Ga0495776_083847: 17,760-26,184 (+)

36 superinfection exclusion (CDS_0038) 41 42

IMGVR_UViG_3300045988_155528|3300045988|Ga0495776_014259: 19,952-27,655 (+)

toxin-antitoxin system HicB-like (CDS_0036)
37 39

capH (CDS_0040)
41 42 43 48

SAMN11252264_a1_ct308880_vs1: 19,105-25,687 (+)

tRNA-Thr(GGT) 33 35
capH (CDS_0036)

transcriptional regulator (CDS_0037)

uvig_243392: 17,353-25,154 (+)

34 36
capH (CDS_0037)

MGV-GENOME-0223978: 16,885-25,929 (+)

capH (CDS_0034)
35 36 37 38

uvig_596334: 20,409-25,894 (+)
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MGV-GENOME-0231592: 19,639-24,900 (+)

35

MGV-GENOME-0259859: 19,685-27,059 (+)

transcriptional repressor (CDS_0036)
37 38 39 40

IMGVR_UViG_3300029737_000336|3300029737|Ga0245199_100033|3-39884: 19,046-29,336 (+)

32
PDC-S05_WP_078711833.1 (CDS_0033)

34 39 40 41 42

uvig_200946: 19,046-27,944 (+)

37 38 39 40

MGV-GENOME-0251303: 19,364-27,874 (+)

33 36
transcriptional repressor (CDS_0038)

39 40 41

uvig_580463: 18,818-26,127 (+)

capH (CDS_0034)

retron_type_VI_hth_cluster2_1 (CDS_0035)
capH (CDS_0036)

37 38 39

SAMN11252294_a1_ct38241: 19,494-26,913 (+)

32 transcriptional repressor (CDS_0034)

retron_type_VI_hth_cluster2_1 (CDS_0035)
capH (CDS_0036)

37 38 39
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integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (PADLOC) tRNA


