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IMGVR_UViG_3300029737_000336|3300029737|Ga0245199_100033|3-39884: 28,063-35,394 (+)
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replication initiation protein (CDS_0051)
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MGV-GENOME-0221998: 20,185-28,266 (+)
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IMGVR_UViG_3300045988_099283|3300045988|Ga0495776_125501: 23,078-31,483 (+)
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40 42 47
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41 42
replication initiation protein (CDS_0043)
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SAMN11252281_a1_ct95294_vs1: 25,364-35,546 (+)
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replication initiation protein (CDS_0046)
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uvig_596663: 24,729-33,320 (+)

Mom-like DNA modification protein (CDS_0042) 47 48 49

MGV-GENOME-0249287: 23,740-33,560 (+)
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