transcriptional repressor (CDS_0040)
transcriptional regulator (CDS_0041) HNH endonuclease (CDS_0049)
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MGV-GENOME- 0244609 23,593-32,537 (+)
replication initiation protein (CDS_0051)
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MGV-GENOME-0244223: 24,656-33,289 (+)
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MGV-GENOME-0246284:24,245-30,789 (+)
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MGV-GENOME-0236282:22,838-31,486 (+)
43 Mom-like DNA modification protein (CDS_0044) MTase_I1_00172 Type (CDS_0050) 52
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SAMN11252253_a1_ct9943:25,091-34,508 (+)
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MGV*GENOME70259859A 25,434733,165 (+)
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IMGVR_UVIiG_ 3300045988 _082236|3300045988|Ga0495776_103393:24,181-34,435 (+)

replication initiation protein (CDS_0043)
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MGV-GENOME- 0242482 24,181-34,435 (+)

replication initiation protein (CDS_0046)
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SAMN11252281 _al_ ct95294 vs1:25,364-35,546 (+)
Mom-like DNA modification protein (CDS_0042)

N
N
N
©
N
)

N
uvwg 596663:24,729-33 320( )
replication initiation protein (CDS_0042) HNH endonuclease (CDS_0049)
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MGV-GENOME-0249287:23,740-33,560 (+)
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