Cox-like excisionase and repressor (CDS_0032)
Cll-like reéﬁlator (CDS_0033)

tail fiber assembly protein (CDS_0023) DS-34_DS-34A (CDS 0031)
baseplate protein (CDS_0026) Menshen_NsnA (CDS' 0030)
tail fiber protein (CDS 0022) | 24 25 27 28 29 | | | 34353637

e s . EE—
IMGVR_UViG_3300023252_000177|3300023252|Ga0213820_1000006|2-33250: 17,785-32,889 (+)
DS-34__DS-34A (CDS_0030)
23 27 28 29 31

R — I
IMGVR_UViG_2859352081_000001|2859352081/2859352081(816230-846905: 17, 812 -30,080 (+)

Abi alpha-like abortive infection mechanism (CDS_0028)
DS-34_DS-34A (CDS_0029)
26 | 30

IMGVR _UViG_2847745031_000002|2847745031|2847745031|5280745-5311454:20,642-30,613 (+)
Cox-like excisionase and repressor (CDS_0034)
transcriptional repressor (CDS_0033)
PDC-S20_WP_004742720.1 (CFS_OOéi)
tail fiber assembly protein 27 28 29 DNA ligase (CDS_0032)
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IMGVR_UViG_3300031151_000415|3300031151|Ga0308162_1000417|5928-40704: 21,454-34,417 (+)

PDC-564 WP_182393034.1 (CDS_0029)
DS-34_DS-34A (CDS_0032)
27 28 30 33

I — e T
IMGVR_UViG_2718217837_000005|2718217837|2718228036|4247519-4279671:17,780-32,056 (+)
27 28 PDC-S64 WP_182393034.1(CDS_0029)

TemPhD_cluster_28355:17,780-31,610 (+)

27 28 29

——— ] — — . ——
IMGVR_UViG_2718217944 000006|2718217944|2718228262|4318705-4351575: 17,780-32,774 (+)

PDC-515_WP_206299025.1 (CDS_0027)
28
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IMGVR_UViG_2906552766_000005|2906552766|2906552772(63092-93515: 17,775-30,327 (+)
Cox-like excisionase and repressor (CDS_0033)
PDC-S64_WP_182393034.1 (CDS_0030)
27 28 29 DS-34__DS-34A (CDS_0032)
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IMGVR_UViG_2851114255_000004|2851114255|2851114255(4361038-4393801: 21,482-32,667 (+)
PtuB1_00041 Unknown (CDS_0032)
PtuA1_00039 AAA (CDS_0033)
28 29 30 31 | 34 37 40
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IMGVR_UViG_2903658175_000013|2903658175|2903658188|1476123-1511348:17,753-35,129 (+)

27 28 29

T — _ — I E————
IMGVR_UViG_2922078245_000004|2922078245|2922078249|219500-251217:17,751-31,621 (+)

REase_l1_00168 Type (CDS_0028)
MTase_|I_00127 Type (CDS_0027) transcriptional repressor (CDS_0030)

uvig_402820:17,676-30,493 (+)
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TemPhD_cluster_52237:17,676-29,325 (+)
27 2829 30 31

e I . SR -
IMGVR_UViG_3300031151_000414[3300031151|Ga0308162_1000402(191-34274:17,676-31,417 (+)
DS-34_DS-34A (CDS_0031)
27 28 29 Cox-like excisionase and repressor (CDS_0032)
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IMGVR_UViG_3300031370_000317|3300031370|Ga0302349_1000306|14842-46792:17,706-29,988 (+)
27 28
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IMGVR_UViG_3300031282_000151|3300031282|Ga0302348_1000018|221413-253127: 17,674-29,232 (+)
27 2829 30 3132

S - —
IMGVR_UViG_3300031419. 000052|3300031419\Ga0308167 1001144:17, 706 32,058 (+)
27 28 29

IMGVR_UViG_2740892492_000003|2740892492|2740989211|133297-166013:17,519-30,515 (+)
27

TemPhD_cluster_63267_:17,519-29,205 (+)
DS-34__DS-34A (CDS_0031)
27 28 29 30 Cox-like excisionase and repressor (CDS_0032)

IMGVR_UViG_2922088410_000001|2922088410|2922088412|135559-167963: 17,752-30,442 (+)
AAC_6p_Serra-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NFO00021.4) (CDS_0028)
DS-34__DS-34A (CDS_0031)
27 29 30 T Cox-like excisionase and repressor (CDS_0032)
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IMGVR_UViG_2878972309_000005|2878972309|2878972312|202104-234133:17,752-30,067 (+)
DS-34__DS-34A (CDS_0029)
27 28 Cox-like excisionase and repressor (CDS_0030)

TemPhD_cluster_63325_:17,701-29,233 (+)
DS-34__DS-34A (CDS_0034)
2728 29 30 31 33 35

I
IMGVR_UViG_2847718790, OOOOOZ|2847718790\2847718790|1052732 1088560:17, 737 35, 151( )
27 28 29 DS-34_ DS-34A (CDS_0031)
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IMGVR_UViG_2687453632 OOOOOZ|2687453632\2687454471|1712895 1746946:17,675-31,750 (+)
polarity suppression Psu-like by overcoming Rho (CDS_0037)
excisionase and transcriptional regulator (CDS_0036)
SDIC3_SDIC3D (CDS_0033)
SDIC3_ SDIC3B/(CDS_0035)
SDIC3_SDIC3E (CDS_0032)
DS-24_DS-24 (CDS_0027) DNA primase (CDE_T)OS 1)tra‘ns‘criptiona regulator (CDS_0038)
28 29 30 SDIC3_SDIC3C(CD5.0034) | | 39 40 41 42
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IMGVR_UViG_3300031151_000011[3300031151|Ga0308162_1000456:17,839-42,171 (+)
9000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (DefenseFinder)
L]

defence (PADLOC) AMR (AMRFinderPlus) tmRNA




