Cox-like excisionase and repressor (CDS_0034)
cell division inhibitor (CDS_0036)

Cll-like'regulator (CDS_0035) RNA polymerase beta subunit (CDS_0043)
DS-34_DS-34A (CDS_0033) oMTase_00018 orphan (CDS_0042)
integrase (CDS_0032) | 37 38 3940 41 | 44 45
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IMGVR _UViG_330003115 1,00M4|3300031151 |Ga0308162_1000402|191-34274:27,529-34,082 (+)
RNA polymerase beta subunit (CDS_0040)
HNH endonuclease (CDS_0041)
DS-34__DS-34A (CDS_0031) oMTase_00018 orphan (CDiS_0039‘)
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IMGVR_UViG_2687453632_000002|2687453632|2687454471(1712895-1746946:27,865-34,050 (+)
Cox-like excisionase and repressor (CDS_0032) oMTase_00018 orphan (CDS_0040)
DS-34_DS-34A (CDS_0031) 38 39 41
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IMGVR_UViG_330003 137070(% 17|3300031370|Ga0302349_1000306|14842-46792:26,137-31,949 (+)
phosphoadenosine phosphosulfate reductase (CDS_0039)
oMTase_00018 orphan (CDS_0038)
37 | 40
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IMGVR_UViG_3300031282_000151|3300031282|Ga0302348_1000018(221413-253127:25,389-31,713 (+)
oMTase_00018 orphan (CDS_0039) transcriptional regulator (CDS_0003)
nicking at origin of replication (CDS_0001) Wtal protein (CDS_0004) head scaffolding protein (CDS_0006)
transcriptional repressor (CDS_0030) 37 38 40 \ \ terminase large subunit (CDS_0005)
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uvig 402820:26,584-32,312 (+); 1-6,463 (+)

oMTase_00018 orphan (CDS_0038)
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TemPhD_cluster_52237:25,438-31,288 (+); 1-6,463 (+)

w
©
w
el
Y
o
| »
iy

_— I I
IMGVR_UViG_2740892492_000003|2740892492|2740989211|133297-166013: 26,664-32,524 (+)
replication initiation protein (CDS_0038)
DNA methyltransferase (CD5_0037)
36 39 nicking at origin of replication (CDS_0001)
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TemPhD_cluster_63267_:25,354-31,407 (+); 1-6,276 (+)
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IMGVR_UViG_3300031151_000011|3300031151|Ga0308162_1000456: 38,241-42,580 (+)
DS-34__DS-34A (CDS_0036)
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IMGVR_UViG_2903658175_000013/2903658175|2903658188(1476123-1511348: 31,200-35,129 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
I

defence (DefenseFinder) defence (PADLOC)




