RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0087)

83 84 85 86 cas12f2_V-F_2 (CDS_0088) 89 90 91 92 93 94
DEDED{_
I N I = _— N I
MGV-GENOME-0320793:47,784-54,560 (+)
84 85 86 87 88
DEDED{ O &P DaEm
| N = — I I
MGV-GENOME-0310289:43,191-50,028 (+)
90 91 92
DEDED{
I I = -_— I —
IMGVR_UViG_3300045988_097927|3300045988|Ga0495776_093433:47,306-53,697 (+)
76 77 78 79

uvig_304014: 39,688-44,677 (+)

transposase (CDS_0086) 88 89 90 91 92 93 94
R N L e ———————— I I — N I
MGV-GENOME-0321520:47,482-54,933 (+)
82 83 84 85 86
| N — . I I — NN D E—
uvig 162440: 38,780-45,218 (+)
methyltransferase (CDS_0086) 88 89 90 91 92

E— e I EE— _E S e E—
uvig 489555:45,793-51,225 (+)
82 83 84 85 86
I EE— — [ W ———
uvig_277948:45,083-50,166 (+)
89 90 91 92 93
el & > — ¢ DB
IMGVR_UViG_3300045988_102489|3300045988|Ga0495776_057505:47,089-52,445 (+)
83 84 85 86
DEODE - LI & DO
SRS024009_al ct8238:42,827-48,061 (+)
RM_Type_ll_Type_ll_MTases FAM_1 (CDS_0092) 94 95 96 97
bEbE I — OO0
uvig 206730:51,113-56,128 (+)
85 RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0090) 92 93 94 95 1 tRNA-Met(CAT) 2 3
— R — EE s e E— ] e e ——
MGV-GENOME-0320940: 49,034-54,634 (+); 1-4,736 (+)
RM_Type_ll_Type_ll_MTases FAM_1 (CDS_0085) 87 88 89
I — N — [ —— 1 EESSSS— = = e ———
uvig 476446:47,535-53,556 (+); 1-4,477 (+)
88 89 90 91 92 93
I S — - . — — — E—
MGV-GENOME-0322889:48,206-55,280 (+)
RM_Type_ll_Type_ll_MTases FAM_1(CDS_0086) 90 92 93
——— — _— . —— — — — ;
uvig_177062:47,944-55,515 (+); 1-1,611 (+)
86 87 88 89 90
et e O 880d
uvig 388727:47,035-52,564 (+)
83 86 87 88 89 90
[ ———— ] ——————— B —

B
MGV-GENOME-0316890:47,035-52,564 (+)
84 85 86 87

5

IMGVR_UViG_3300045988_093506|3300045988|Ga0495776_117032:43,767-47,941 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0084)
79 Cas14u CAS-V-F; (CDS_0085)

|
|
\i*

MGV GENOME 0294735 42,788-45,330 (+)
4000 nt {
DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene
I I




