tail assembly chaperone (CDS_0019)
tail assembly chaperone (CDS_0018)

tail assembly protein (EDS_0017) late transcriptiona@givator (CDS_0024)
structural protein (CDS_0015) tail protein (CDS_0021)  deoxyribonucleoside 5' monophosphate phosphatase (CDS_0027)
14 tail assembly protein (CDS_0016) tail protein (CDS_0020) 22 23 \ 25 26 28 29 30
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IMGVR_UViG_2871040012_000001|2871040012|2871040022|144883-183593: 13,500-27,017 (+)
tail assembly protein (CDS_0016)
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tail assembly protein (CDS_0017) tail protein (CDS_0021) 22 23 27 28
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IMGVR_UViG_3300008134_000213|3300008134/Ga0111464_100143|11929-49846: 13,499-26,860 (+)
anti-CRISPR-Cas (AcrlC1) (CDS_0023)
anti-RM (APIS136) (CDS_0022)
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IMGVR_UVIG._3300007119.000128/3300007119]Ga0102640. 1000192 14498 32,136 (1)
anti-CRISPR-Cas (AcrlC1) (CDS_0023)
anti-RM (APIS136) (CDS_0022)
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IMGVR_UViG_3300007348_000006|3300007348|Ga0104342_100159: 14 498-32,149 (+)
anti-CRISPR-Cas (AcrIC1) (CDS_0023)

anti-RM (APIS136) (CDS_0022) 28
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IMGVR_UViG_2868668594_000001|2868668594|2868668594|1984470-2024990: 14,498-26,338 (+)
23 24 27 29 unknown function (CDS_0030)
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IMGVR_UViG_3300006322_000293|3300006322|Ga0099623_1000059|84-38758: 14,698-27,003 (+)

anti-RM (APIS136) (CDS_0022)
21 23
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SRS058730_al ct30327_vs1: 14,506-26,016 (+)

anti-RM (APIS136) (CDS_0023)
22 24 25 tail protein (CDS 0026) 27 30 32 3435

SRS147871 al ct12236_vs1:14,724-30,243 (+)
Capsule (VF0465) (CDS_0023)
22 24 25 2829 30
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IMGVR_UViG_2858070570_000001|2858070570|2858070576: 14,698-29,335 (+)
dimethyl sulfoxide reductase DmsA (CDS_0024)
anti-RM (API1S136) (CDS_0023]
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SRS042984 al ct19463 vs1:14,709-27,643 (+)
tail assembly chaperone (CDS_0019) 22 23 24 32
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SRS022536_al ct14616_vs1:14,735-27,171 (+)
22 23

i
IMGVR_UViG_7000000005_000108|7000000005|SRS022536_LANL _scaffold_102218:14,735-25,612 (+)

22 anti-RM (APIS136) (CDS_0023)

IMGVR_UViG_2541047094_000001|2541047094|2541081803|3355-40343: 14,795-26,093 (+)
PDC-S05_WP_110807286.1 (CDS_0029)
Specificity_I_00093 Type (CDS_0025)
anti-RM (APIS136) (CDS_0022) Specificity_I_00026 Type (CDS_0027)
21 23 PrrC_Ecoprrl (CDS 0024) 26 28 30 33
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SRS018929 al ct5793 vs1:14,492-33,810 (+)

anti-RM (APIS136) (CDS_0022)
21 23 24
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IMGVR_UViG_2858052811_000002|2858052811|2858052827(6780-44502: 14,492-26,620 (+)

22 23 28
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IMGVR_UVIG_2854465412_000002|2854465412|2854465416|71431-109665: 14,675-26,629 (+)
anti-RM (API15136) (CDS_0023)
tail assembly chaperone (CDS_0020) 24 25 26 27 28
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IMGVR_UViG_2681812998_000004|2681812998|2681836272|44102-84339: 14,760-25,831 (+)
anti-RM (API1S136) (CDS_0023)
24 25 26 27
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IMGVR_UViG_2854458320_000004(2854458320|2854458352(18435-58302: 14,760-25,462 (+)
7000 nt i
head and packaging moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
I L]

virulence (VFDB) anti-defence (dbAPIS)




