
SRS147871_a1_ct12236_vs1: 27,302-31,452 (+)

late transcriptional activator (CDS_0028)

29 30
unknown function (CDS_0031)

32 33 34
35

36

host nuclease inhibitor (CDS_0037)

38

IMGVR_UViG_2541047094_000001|2541047094|2541081803|3355-40343: 17,494-27,104 (+)

tail assembly protein (CDS_0018)
tail assembly chaperone (CDS_0019)
tail assembly chaperone (CDS_0020)

tail protein (CDS_0021) 22 anti-RM (APIS136) (CDS_0023)
unknown function (CDS_0026)

27

IMGVR_UViG_3300006322_000293|3300006322|Ga0099623_1000059|84-38758: 17,396-28,683 (+)

tail assembly chaperone (CDS_0020) 23 24 27
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0028)

29 unknown function (CDS_0030)

IMGVR_UViG_2858075196_000004|2858075196|2858075197|217925-254297: 17,396-26,381 (+)

25
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0026)

27 unknown function (CDS_0028)

SRS058730_a1_ct30327_vs1: 18,277-27,696 (+)

23 26
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0027)

28 unknown function (CDS_0029)

SRS042984_a1_ct19463_vs1: 18,484-29,446 (+)

dimethyl sulfoxide reductase DmsA (CDS_0024) 27 28 29 30 31

IMGVR_UViG_3300008271_000192|3300008271|Ga0111085_100102|47845-85084: 17,411-27,636 (+)

26 27 28 29 30

IMGVR_UViG_2858070570_000001|2858070570|2858070576: 18,472-31,015 (+)

22
Capsule (VF0465) (CDS_0023)

24 25 28 29 30 31 32

IMGVR_UViG_3300008134_000213|3300008134|Ga0111464_100143|11929-49846: 17,201-28,464 (+)

23 26 27 28 29 30

IMGVR_UViG_3300008155_000184|3300008155|Ga0114001_100333|1896-39728: 17,265-29,415 (+)

25 26 27 28 29 34

IMGVR_UViG_3300007348_000006|3300007348|Ga0104342_100159: 28,430-33,953 (+)

33 34 35 36

IMGVR_UViG_2871040012_000001|2871040012|2871040022|144883-183593: 18,271-28,697 (+)

tail protein (CDS_0020)
tail protein (CDS_0021)

23 26
deoxyribonucleoside 5' monophosphate phosphatase (CDS_0027)

28 29

SRS018929_a1_ct5793_vs1: 30,924-36,307 (+)

33 34 35 39

IMGVR_UViG_2858052811_000002|2858052811|2858052827|6780-44502: 18,279-29,117 (+)

23 24 27 28 29

SRS019028_a1_ct145842_vs01: 9,603-21,585 (+)

tail assembly chaperone (CDS_0012)
13 tail length tape measure protein (CDS_0014) 15

structural protein (CDS_0016)
efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (CDS_0017)

20 21 22 23

IMGVR_UViG_2681812998_000004|2681812998|2681836272|44102-84339: 25,007-30,883 (+)

31 32 33 34 35 36

IMGVR_UViG_2854458320_000004|2854458320|2854458352|18435-58302: 18,732-32,298 (+)

tail assembly chaperone 24 25 26 27 30 31 32 33 34 35 transposase (CDS_0040)

IMGVR_UViG_2868668594_000001|2868668594|2868668594|1984470-2024990: 25,514-32,086 (+)

31 32 33 34 35 36

5000 nt

head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function virulence (VFDB)

anti-defence (dbAPIS) AMR (AMRFinderPlus)


