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Holliday junction resolvase (CDS_0033)
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trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
32 34 35 36 37 38 39 40 41 42 43 44 45 46 47

i
|
I
%

MGV-GENOME-0228257:20,850-32,971 (+)
Erf-like ssDNA annealing protein (CDS_0037)
Mu Gam-like end protection (CDS_0036)
32 33 3435 I 38 39 40 41 42 43 44 45 46 47 48

|
|
|
i

| I
MGV-GENOME-0222565:20,717-31,154 (+)
SigF (VF0294) (CDS_0032)
26 29 33 34 35 36 3738

|
|
|
i

uvig_249398:19,950-27,090 (+)
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