
uvig_282350: 20,201-28,257 (+)

26 27 28 29 30 31
HNH endonuclease (CDS_0032)

33

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0034)

35 36 37 38 terminase small subunit (CDS_0039)

MGV-GENOME-0196712: 20,359-26,293 (+)

31 32 33

uvig_188625: 20,072-27,580 (+)

integrase (CDS_0031)
transcriptional regulator (CDS_0032)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0033)

34 35

MGV-GENOME-0209405: 20,515-28,797 (+)

32 33
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0034)

35 36 37 38 39 40 41 42

MGV-GENOME-0214514: 20,522-30,568 (+)

30
transcriptional regulator (CDS_0031)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0032)

33 34 35 36

transcriptional regulator (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

anti-repressor (CDS_0039)

retron_type_VI_hth_cluster2_1 (CDS_0040)

41

uvig_145110: 21,428-26,612 (+)

DNA methyltransferase (CDS_0028)
29 30

SAMEA2737688_a1_ct82787_vs1: 21,428-27,169 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0028)
29 30

MGV-GENOME-0191687: 20,358-26,525 (+)

31
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032)

33 34

MGV-GENOME-0206276: 20,027-29,104 (+)

30
Holliday junction resolvase (CDS_0031)

32 33 34
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0035)

36 37 38

uvig_501843: 20,751-24,000 (+)

SigF (VF0294) (CDS_0030)

uvig_74438: 20,188-29,677 (+)

SigF (VF0294) (CDS_0031) 32 33 34 35 36 37 38 39 40 41 42

MGV-GENOME-0195467: 20,188-27,167 (+)

31
Holliday junction resolvase (CDS_0032)

33 34 35 36 37 38 39

uvig_69191: 21,316-28,754 (+)

34 35 36 37 38 39 40 41 42 43

MGV-GENOME-0207681: 20,330-29,337 (+)

31
Holliday junction resolvase (CDS_0032)

33 34 35 36 37 38
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0039)

40 41

MGV-GENOME-0204997: 20,075-28,024 (+)

31 32
Holliday junction resolvase (CDS_0033)

34 35 36 37 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

MGV-GENOME-0205142: 20,437-28,897 (+)

30
Holliday junction resolvase (CDS_0031)

32 33 34 35 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0036)

uvig_171723: 20,084-28,002 (+)

31

Holliday junction resolvase (CDS_0032)

33 34 35 36 37
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0038)

39 40 41

MGV-GENOME-0206058: 20,485-29,066 (+)

30 31

Holliday junction resolvase (CDS_0032)

33 34 35 36 37
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0038)

39 40

MGV-GENOME-0200608: 20,681-28,070 (+)

31 32

Holliday junction resolvase (CDS_0033)

34 35 36 37 38
radical SAM domain protein (CDS_0039)

radical SAM domain protein (CDS_0040)

MGV-GENOME-0211663: 20,355-30,034 (+)

31 32

Holliday junction resolvase (CDS_0033)

34 35 36
RM__Type_I_MTases_FAM_0 (CDS_0037)

38 39

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0040)

41 42

MGV-GENOME-0228257: 20,850-32,971 (+)

31 32
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0033)

34 35 36 37 38 39 40 41 42 43 44 45 46 47

MGV-GENOME-0222565: 20,717-31,154 (+)

32 33 34 35
Mu Gam-like end protection (CDS_0036)

Erf-like ssDNA annealing protein (CDS_0037)

38 39 40 41 42 43 44 45 46 47 48

uvig_249398: 19,950-27,090 (+)

26 29
SigF (VF0294) (CDS_0032)

33 34 35 36 37 38

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)

virulence (VFDB) AMR (AMRFinderPlus)


