anti-termination protein Q-like (CDS_0051)
NinB/ Orf homologous recombination mediator (CDS_0048) Rz-like spanin (CDS_0057)

endolysin (CDS_0056) head-tail adaptorfAdl (CDS_0002)
Ren-like exclusion protein (CDS_0043) 50 holin (CDS_0054) terminase large subunit (CDS_0001)
44 45 46 47 49] 52 53 holin(CDS_0055) 58 59 60 | portal protein (CDS_0003)
D+

TemPhD_cluster 47477 :36,794-48,625 (+); 1-3,696 (+)
anti-termination protein Q-like (CDS_0051) holin/anti-holin (CDS_0055)
anti-repressor (CDS_0052)

50 tRNA-Arg(TCT) endolysin (CDS_0056)
497 | [53 54 \ 57
H I — L ] I I S

TemPhD_cluster_46860: 38,804-51,437 (+); 1-3,696 (+)

NinG/ Rap DNA junction specific endonuclease (CDS_0048)
Cll-like transcriptional activator (CDS_0041) holin/anti-holin (CDS_0056)
primosomal protein (CDS_0042) anti-termination protein Q-like (CDS_0050) endown (CDS_0057)
40 | 43 45 | 49 5152 53 54 55 | T 58

BT 1 OB-{ DO H-CHE&E—DDDOC—DE i )

— — ] — — —
TemPhD_cluster_40464:35,220-46,892 (+); 1-3,696 (+)

NinG/ Rap DNA junction specific endonuclease (CDS_0048)
holin/anti-holin (CDS_0056)
anti-termination protein Q-like (CDS_0050) endoWsTn (CDS_0057)
46 | 49 5152 53 54 55 | ] s8

DL b O MHN-CHE—TD-CoE O

— E—— — ——— —————————®§¢ ———"|
TemPhD_cluster_35251:35,220-46,887 (+); 1-3,696 (+)

NinG/ Rap DNA junction specific endonuclease (CDS_0048) hoIin/anti-hoﬁIiﬂ(CDSﬁOSS)
anti-termination protein Q-like (CDS_0050) Rz-like spanin (CDS_0057)
| 49 51 52 53 54 endolysin (CDS0056) 58

I D I, o — DO R H-CHEDDE -G i )

I
TemPhD_cluster_47128:34,381-49,890 (+); 1-3,696 (+)
anti-termination protein Q-like (CDS_0052)
anti-repressor (CDS_0053) endolysin (CDS_0059)

HNH endonuclease (tDS_OOSl) holin (CDS_0657)
50 [ | | 5455 56 |58 | 60 Rz-like spanin (CDS_0061)
I I I — I S

—
TemPhD_cluster_39565_:38,633-52,837 (+); 1-3,696 (+)
anti-termination protein Q-like (CDS_0052)
anti-repressor (CDS_0053) endolysin (CDS_0058)
HNH endonuclease (‘CDS,OOSl) holin (CD570657)
50 [ | | 5455 56 | | 59 Rez-likespanin(CDS_0060)

[, D B W — DO DDA o
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TemPhD_cluster_9730:38,605-52,810 (+); 1-3,696 (+)

anti-termination protein Q-like (CDS_0053)
HNH endonuclease (CDS_0052)
anti-repressor Ant (CDS_0054)

48 51 | | 55 56 57 58
DO 1T D /DO D - O )

TemPhD_cluster_ 47991:36,791-46,790 (+); 1-3,696 (+)
anti-termination protein Q-like (CDS_0050)
HNH endonuclease (CDS_0049)
holin (CDS_0052)

48 51 | 53 54 55 4
I — L e
TemPhD_cluster_47776:35,209-47,546 (+); 1-5,182 (+)
NinB/ Orf homologous recombination mediator (CDS_0047)
DnaC-like helicase loader (CDS_0043) anti-repressor (CDS_0050)
DnaD-like helicase loader (CDS_0042) anti-termination protein Q-like (CDS_0049) holin (CDS_0054)
capH (CDS_0039) | HNH endonuclease (CDS 0048) 5152 53 | 55 Rz-likespanin(CDS_0056)
I — — — I

| I

TemPhD_cluster_47230:37,825-49,460 (+); 1-3,696 (+)
46 47 48 49 50 51 52

_— ]

TemPhD_cluster_59789:35,909-46,052 (+); 1-3,696 (+)

I 7000 nt {
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