
TemPhD_cluster_47128: 27,573-36,792 (+)

30 31
RecT-like ssDNA annealing protein (CDS_0032)

exonuclease (CDS_0033) 34 35
36

37
capH (CDS_0038)

39

CII-like transcriptional activator (CDS_0040)
primosomal protein (CDS_0041)

42 Ren-like exclusion protein (CDS_0043)

TemPhD_cluster_47776: 28,497-37,619 (+)

36 37

TemPhD_cluster_40464: 28,365-39,365 (+)

31 36 37 38 45 46

TemPhD_cluster_59583: 28,365-37,857 (+)

36 37 38

TemPhD_cluster_35251: 28,365-37,858 (+)

36 37 38

TemPhD_cluster_47991: 29,782-41,016 (+)

Kil protein for bacterial septation inhibition (CDS_0037) 38 39
40

41 48

TemPhD_cluster_47477_: 27,079-37,189 (+)

34
Kil protein for bacterial septation inhibition (CDS_0035)

36 37 DnaD-like helicase loader (CDS_0041) DnaC-like helicase loader (CDS_0042)

TemPhD_cluster_58387: 30,164-39,568 (+)

36
37

38

TemPhD_cluster_58316: 30,794-38,184 (+)

excisionase (CDS_0030) exonuclease (CDS_0035) 37 38 39

4000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (PADLOC)


