transcriptional repressor (CDS_0028)
tail fiber assembly protein (CDS_0024)
transcriptional repressor (CDS_0027)
baseplate wedge subunit (CDS_0020)
tail fiber protein (CDS_0021) Kil protein for bacterial septation inhibition (CDS_0031)

baseplate hub (CDS_0016) DNA invertase (CDS 0026)
‘ ‘ DNA transposition protein (CDS_0030)
2

baseplate hub
| 17 18 19 27 | 25 29 32

|

B 2
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IMGVR_UViG_2922311335_000005|2922311335|2922311394(38455-70545: 14,006-25,183 (+)
tail fiber assembly protein (CDS_0022)
tail fiber protein (CDS_0021) | tail fiber assembly protein (CDS_0023)

IMGVR_UViG_2684622895 000002(2684622895|2684656743: 14,006-25,535 (+)
transcriptional repressor (CDS_0026)
tail fiber assembly (CDS_0022)
tail collar protein (CDS_0021) transcriptional repressor (CDS_0027)
| 23 25 | 32 host nuclease inhibitor (CDS_0033)
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IMGVR _UViG_2765235946_000005|2765235946|2765259335|3043278-3076098: 15,118-26,915 (+)
tail collar protein (CDS_0025)
tail collar protein (CDS_0022)
" {ail collar protein (CDS_0024)
tail fiber assembly(ﬁs_‘oo23)
tail collar protein (CDS_0021) \ \ \ ATPase (CDS_0027)

IMGVR_UViG_2695420335_000003|2695420335|2695422751|1146650-1180886: 14,030-27,310 (+)
tail fiber protein (CDS_0021) 22 23 25 26 transcriptional repressor (CDS_0027)

IMGVR_UViG_2791354791 OOOOO7|2791354791\2791357872|3184099 3216782:14,033-25 603( )
tail collar protein (CDS_0023) transcriptional repressor (CDS_0033)
tail fiber protein (CDS_0021) T6SS-111 (VFO784) (CDS_0030)
22 25 26 27 28 29 31 32 transcriptional repressor (CDS_0034)
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IMGVR_UViG_2938119881_000003|2938119881/2938119883|513128-552814: 15,112-33,623 (+)
transcriptional repressor (CDS_0030)
29 transcriptional repressor (CDS_0031)

GVR_UViG_2718218443_.000003|271 8443|2718229243|1476414-1511012: 15,650-28,076 (+)
transcriptional repressor (CDS_0023)

transcriptional repressor (CDS_0022)

tail fiber protein (CD5_0021)

host nuclease inhibitor (CDS_0028)

I R S S
Ma_2019_SRR1778452_NODE_715_length_29922 cov_6.933840: 14,024-24,015 (+)
ganscriptional repressor (CDS_0022)
transcriptional repressor (CDS_0021)

T ———
MGV-GENOME-0208586: 14,024-23,590 (+)

tail fiber protein (CDS_0014)

uvig_124018:6,862-15,617 (+)
tail fiber protein (CDS_0021) transcriptional repressor (CDS_0027)
23 25 26 transcriptional repressor (CDS_0028)

e NN S N N A—
IMGVR_UVIG_2563366805_000007|2563366805]2563391183|53644-87620: 15,106-28,070 (+)
tail fiber assembly protein (CDS_0023)
virion structural protein (CDS_0024) DNA polymerase processivity factor (CDS_0029)
DNA topoisomerase |l large subunit (CDS_0027)
26 mads_3 (CDS_0028)

uvig 327604: 15,645-30,518 (+)
transcriptional repressor (CDS_0029)
DNA topoisomerase Il large subunit (CD5_0027)

C Il et >

26 transcriptional repressbr (CDS_0028)

MGV-GENOME-0236138: 15, 645 28 643( )
DksA-like zinc-finger protein (CDS_0029)
integrase (CDS_0024) oMTase_00010 orphan (CDS_0031)
tail fiber protein (CDS_0021) integrase (CDS_0027) transcriptional repressor (CDS_0033)
22 23 26 28|30 | 32 | transcriptional repressor (CDS_0034)

IMGVR_UVIG_2579778919_000010|2579778919]2579831176[8650-45328: 15,645-30,772 (+)

transcriptional repressor (CDS_0028)
24 25 27 | transcriptional repressor (CDS_0029)

|
IMGVR_UViG_2924907901_000005|2924907901]2924907901|3765742-3797888: 15,654-25,959 (+)

26 transcriptional repressor (CDS_0027)

il

IMGVR_UViG_2924980927_000005|2924980927|2924980927|4823704-4855933: 15,651-26,130 (+)

transcriptional repressor (CDS_0027)
26 | transcriptional repressor (CDS_0028)

I S ——— — —
IMGVR_UViG_2938130666_000005|2938130666|2938130774|259001-291219: 15,657-26,334 (+)
tail fiber assembly protein (CDS_0022)

tail fiber protein (CDS_0023) transcriptional repressor (CDS_0029)
tail fiber protein (CDS_0021) 25 26 27 28 | transcriptional repressor (CDS_0030)
N N S — NN R S —

SAMNO5827167_al ct7105 vs1:15, 118 29,599 (+)
tail fiber assembly protein (CDS_0026)
tail fiber assembly. prafein (CDS_0025)
tail fiber assembly (CDS_0023)
tail collar protein (CDS_OO21)T23 24 \ transcriptional repressor (CDS_0028)

IMGVR _UViG_2773857903 000006|2773857903|2773874116|2968425-3001267: 14,030-26,732 (+)
transcriptional repressor (CDS_0026)

tail fiber assembly protein (CDS_0022)
tail fiber assembly (CDS_0023)

short tail fiber protein (CDS_0021) \ 24 25 323334

‘I
!44
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uvig_452977:13,985-26,905 (+)
ABC-type heme transporter (VF0739) (CDS_0025)
aminotransferase (CDS_0028) transcriptional repressor (CDS_0033)
tail fiber protein (CDS_0021) 22 24 26 27 29 30 31 32 T transcriptional repressor (CDS_0034)

i
#.

uvig_578945:15,118-34,103 (+)

transposase (CDS_0033) transcriptional repressor (CDS_0039)
transposase (CDS_0031) toxin (CDS_0038)
24 26 27 28 29 Erebus_EruA (CDS_0030) 32 \ 34 35 36 SlT transcriptional repressor (CDS_0040)
| N BN I N S— . I I —— I I S N i —
IMGVR_UViG_2924896205_000008|2924896205|2924896205|3314688-3358763: 15,642-37,887 (+)
tail fiber assembly protein (CDS_0023) anti-RM (APIS039) (CDS_0031)
virion structural | protein (CDS_0024) DNA repair proteimDS_OOSO) transcriptional repressor (CDS_0043)
tail fiber protein (CDS 0021] 26 27 28 29 [ | 32 33343 36 37 38 3940 41 42 | transcriptional repressor (CDS_0044)
e~ — /I - - N S SN B BN S SE— L& B} IS BN SN S 0 N —
uvig_318678:15,627-41,206 (+)
tail collar fiber protein (CDS_0024) transcriptional repressor (CDS_0033)
26 27 28 29 30 31 32 | transcriptional repressor (CDS_0034)
I LR 1] IS BN DN S S S ———
SAMNOO998656 a1l ct19836_vs1:15,627-31,794 (+)
tail fiber assembly protein (CDS_0023)
tail fiber pr protein (CDS_0025)
tail fiber protein (CDS_0021) transcriptional repressor (CDS_0034)
[24 | 27 28 29 30 31 32 33 | transcriptional repressor (CDS_0035)
I S S N SN SN SN N 5 —

uvig_396994:16,069-33,738 (+)
tail length tape measure protein (CDS_0029)

tail protein (CDS_0028) transcriptional regulator (CDS_0032)
head closure (CDS_0027) tail protei&DS_OOSO) gl
26 | | tail protein (CDS_0031) 39

MGV-GENOME-0246045: 15,645-31,445 (+)
10000 nt {
DNA, RNA and nucleotide metabolism connector head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
I L] |

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA pseudogene
I N




