
MGV-GENOME-0250541: 7,993-22,913 (+)

12
tail completion (CDS_0013)

14 15 16 17 18
distal tail protein Dit (CDS_0019)

20 21
22

23 24
25

26 27

DNA invertase (CDS_0028)
29

30 31

transcriptional regulator (CDS_0032)

33
34

MGV-GENOME-0211184: 7,884-16,894 (+)

11 13
tail completion (CDS_0014)

18 19
integrase (CDS_0020)

21

uvig_31347: 8,807-22,780 (+)

16
distal tail protein Dit (CDS_0017)

18
19

20 21
integrase (CDS_0022)

23

MGV-GENOME-0256320: 9,161-22,359 (+)

19
20
21

integrase (CDS_0022)

23

uvig_285340: 8,848-23,227 (+)

18
19

20 21
integrase (CDS_0022)

23

MGV-GENOME-0257218: 9,170-24,909 (+)

19
20

21 22 23
integrase (CDS_0024)

25

MGV-GENOME-0257087: 8,807-22,715 (+)

18
19

20 21 22

MGV-GENOME-0231729: 8,807-21,069 (+)

18
19

20 21 26 27

MGV-GENOME-0229099: 8,809-20,085 (+)

18
integrase (CDS_0019)

20

MGV-GENOME-0221746: 8,376-18,788 (+)

17
integrase (CDS_0018)

19

MGV-GENOME-0253604: 8,697-24,307 (+)

18 19
20

21 22 23
integrase (CDS_0024)

25

SAMN00792050_a1_ct18292_vs1: 8,807-32,658 (+)

18
19

20 21 22 23 24 25
26

27 28 29
endolysin (CDS_0030)

31 32
DNA invertase (CDS_0033)

34

MGV-GENOME-0279555: 8,848-28,384 (+)

18
19

20 21 22 23 24 25

hemolysin (CDS_0026)

27
integrase (CDS_0028)

29

uvig_283420: 8,697-35,206 (+)

18
19

20 21 22 23 24
25

26 27 28 29 30 31 32
33

34 35

ABC transporter (CDS_0036)

37
integrase (CDS_0038)

39

MGV-GENOME-0305212: 8,697-30,609 (+)

18
19

20 21 22 23 24
25

26 27 28 29 30 31 32
33

3435

MGV-GENOME-0305118: 8,807-29,737 (+)

18
19

20 21 22 23 24 25
26

27 28

endolysin (CDS_0029)

30 31 32

MGV-GENOME-0277187: 8,697-28,617 (+)

18 19
20

21

primase (CDS_0022)
23

24 25 26
27

28 29
30

31 32 33
integrase (CDS_0034)

35

10000 nt

DNA, RNA and nucleotide metabolism connector integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function


