
SRS076756_a1_ct13811_vs1: 21,720-29,797 (+)

24 25 PDC-S13_WP_186842295.1 (CDS_0026) 27
transcriptional repressor (CDS_0028)

29 30 31 32 33 34

MGV-GENOME-0263500: 26,930-35,010 (+)

26

MGV-GENOME-0273665: 28,541-36,819 (+)

29 30

MGV-GENOME-0276460: 29,279-37,443 (+)

retron_type_VI_hth_cluster2_1 (CDS_0029)
30

MGV-GENOME-0254411: 25,591-33,898 (+)

24 25 30

3000 nt

integration and excision transcription regulation unknown function defence (PADLOC)


