
uvig_327619: 62,763-72,238 (+)

67 68 69 70 71 72 73
HEase_00008 homing (CDS_0074)

75 76 77
exonuclease (CDS_0078)

79

IMGVR_UViG_3300045988_168175|3300045988|Ga0495776_089092: 69,216-80,684 (+)

106 107 113 114
HEase_00008 homing (CDS_0115)

116 121

IMGVR_UViG_3300045988_172858|3300045988|Ga0495776_011076: 133,456-144,523 (+)

166 173 174 175 176

MGV-GENOME-0373199: 116,170-127,357 (+)

149
HNH endonuclease (CDS_0150)

151 152

uvig_10602: 69,423-80,617 (+)

114 115
HEase_00008 homing (CDS_0116)

117

uvig_235114: 68,600-79,908 (+)

108 111 112
HEase_00008 homing (CDS_0113)

114

uvig_248215: 14,264-23,954 (+)

HEase_00008 homing (CDS_0035)

MGV-GENOME-0375219: 133,456-144,523 (+)

169 173 174 175 176

uvig_494763: 13,613-23,318 (+)

22 HEase_00008 homing (CDS_0028)

IMGVR_UViG_3300045988_154758|3300045988|Ga0495776_110456: 129,870-141,075 (+)

168 169
HEase_00008 homing (CDS_0170)

171

IMGVR_UViG_3300045988_162190|3300045988|Ga0495776_009801: 70,495-83,368 (+)

HNH endonuclease (CDS_0108) 110 112 113
HEase_00008 homing (CDS_0114)

115

IMGVR_UViG_3300045988_159019|3300045988|Ga0495776_110453: 129,807-141,034 (+)

166 167 169 170
HEase_00008 homing (CDS_0171)

172

uvig_501897: 69,598-80,829 (+)

116
HNH endonuclease (CDS_0117)

118 119

IMGVR_UViG_3300045988_161115|3300045988|Ga0495776_163747: 123,471-134,705 (+)

159 162
HNH endonuclease (CDS_0163)

164 165

uvig_156727: 99,312-110,544 (+)

149
HNH endonuclease (CDS_0150)

151 152 156

IMGVR_UViG_3300045988_161914|3300045988|Ga0495776_011036: 73,535-84,937 (+)

115 117 120 121 122
HEase_00008 homing (CDS_0123)

124

MGV-GENOME-0364286: 85,918-95,550 (+)

108 111 112

MGV-GENOME-0346680: 62,663-70,275 (+)

65 exonuclease

MGV-GENOME-0361633: 82,902-91,166 (+)

99

IMGVR_UViG_3300045988_161734|3300045988|Ga0495776_176344: 71,208-81,109 (+)

112 113

uvig_181112: 129,734-140,708 (+)

168
HNH endonuclease (CDS_0169)

170 171

uvig_92356: 60,513-71,048 (+)

100
HNH endonuclease (CDS_0101)

102

uvig_253040: 68,814-79,858 (+)

110
HEase_00008 homing (CDS_0111)

112

MGV-GENOME-0374573: 127,769-139,076 (+)

167 168
HEase_00008 homing (CDS_0169)

170

IMGVR_UViG_3300045988_164633|3300045988|Ga0495776_009592: 136,964-148,773 (+)

178 179 180
HEase_00008 homing (CDS_0181)

182

uvig_332054: 134,514-146,468 (+)

175
HNH endonuclease (CDS_0176)

177

HEase_00008 homing (CDS_0178)

179

MGV-GENOME-0354776: 73,091-82,992 (+)

85 86

IMGVR_UViG_3300045988_162023|3300045988|Ga0495776_168620: 123,296-134,255 (+)

162
homing endonuclease (CDS_0163)

164

IMGVR_UViG_3300045988_160599|3300045988|Ga0495776_009824: 137,611-147,385 (+)

178

IMGVR_UViG_3300029249_000119|3300029249|Ga0168690_1000089: 69,579-80,236 (+)

115
HNH endonuclease (CDS_0116)

117

MGV-GENOME-0374170: 125,545-135,520 (+)

169 170

MGV-GENOME-0374577: 68,669-79,302 (+)

109
HNH endonuclease (CDS_0110)

111

MGV-GENOME-4435318: 126,749-137,317 (+)

159
HNH endonuclease (CDS_0160)

161

MGV-GENOME-0359125: 69,287-79,835 (+)

107 108 109

uvig_45747_: 70,295-81,876 (+)

113 114

uvig_151486: 58,265-68,016 (+)

homing endonuclease (CDS_0095)

IMGVR_UViG_3300045988_163937|3300045988|Ga0495776_073188: 65,778-76,941 (+)

107 108
homing endonuclease (CDS_0109)

110

uvig_153258_: 49,333-60,142 (+)

homing endonuclease (CDS_0081) 82

IMGVR_UViG_3300045988_159793|3300045988|Ga0495776_101946: 71,424-82,676 (+)

113 114
homing endonuclease (CDS_0115)

116

IMGVR_UViG_3300045988_159401|3300045988|Ga0495776_110610: 131,106-143,884 (+)

171 178 179
HEase_00008 homing (CDS_0180)

181

IMGVR_UViG_3300045988_154784|3300045988|Ga0495776_073168: 123,242-134,461 (+)

164 165

MGV-GENOME-0370174: 33,068-43,239 (+)

56 57 58

MGV-GENOME-0355443: 73,833-83,382 (+)

86 87

IMGVR_UViG_3300030365_000081|3300030365|Ga0245220_100096: 138,110-151,083 (+)

transposase (CDS_0174) 181 182
HNH endonuclease (CDS_0183)

184 185

IMGVR_UViG_3300045988_158745|3300045988|Ga0495776_019798: 66,924-76,713 (+)

111 112

MGV-GENOME-0373375: 113,432-123,630 (+)

145 150 151 152 153

uvig_160805: 73,456-81,460 (+)

93

uvig_401893: 19,400-28,464 (+)

28 32 33 HNH endonuclease (CDS_0036)

SAMN09781704_a1_ct149525_vs1: 71,655-83,194 (+)

121
HNH endonuclease (CDS_0122)

123 124

MGV-GENOME-0357106: 74,522-84,699 (+)

106 107 112 113

Ma_2019_SRR413754_NODE_651_length_46255_cov_4.574156: 33,745-43,223 (+)

40 41 42 48 49

MGV-GENOME-0374973: 73,224-85,023 (+)

115 122 123 124
HEase_00008 homing (CDS_0125)

126

MGV-GENOME-4435432: 133,817-146,172 (+)

174
homing endonuclease (CDS_0175)

176
HNH endonuclease (CDS_0177)

178 179

uvig_500328: 73,463-83,293 (+)

90 91 HEase_00008 homing (CDS_0093)

uvig_195971: 57,603-67,990 (+)

89
homing endonuclease (CDS_0090)

91

uvig_79856: 73,970-83,808 (+)

90 91 HNH endonuclease (CDS_0092)

uvig_237913: 70,296-81,636 (+)

88
homing endonuclease (CDS_0089)

90
HNH endonuclease (CDS_0091)

homing endonuclease (CDS_0093)

IMGVR_UViG_3300045988_171734|3300045988|Ga0495776_181029: 134,421-147,546 (+)

183
homing endonuclease (CDS_0184)

185

HNH endonuclease (CDS_0186)

187
homing endonuclease (CDS_0188)

189

uvig_22827: 134,081-146,194 (+)

175
homing endonuclease (CDS_0176)

177 178 179 180

IMGVR_UViG_3300045988_153205|3300045988|Ga0495776_089136: 70,098-81,827 (+)

114
homing endonuclease (CDS_0115)

116 117 118

MGV-GENOME-0375199: 129,512-140,382 (+)

175 176 177 178

MGV-GENOME-0375861: 77,570-90,530 (+)

121
homing endonuclease (CDS_0122)

123 124 125 126 127

IMGVR_UViG_3300045988_168288|3300045988|Ga0495776_176324: 128,109-139,639 (+)

162 163 164
homing endonuclease (CDS_0165)

166

MGV-GENOME-0374180: 120,033-130,821 (+)

163 164 165 166

MGV-GENOME-0374961: 73,433-84,947 (+)

122 123 124
HEase_00008 homing (CDS_0125)

126

IMGVR_UViG_3300045988_166474|3300045988|Ga0495776_101974: 74,772-86,671 (+)

125
homing endonuclease (CDS_0126)

127 128 129

IMGVR_UViG_3300045988_161465|3300045988|Ga0495776_088938: 124,213-137,606 (+)

160
homing endonuclease (CDS_0161)

162 163 164

IMGVR_UViG_3300045988_153340|3300045988|Ga0495776_176247: 126,218-137,087 (+)

166 167 168 169

uvig_109473: 76,451-87,320 (+)

116 117 118 119

MGV-GENOME-0374813: 126,218-137,087 (+)

166 167 168 169

uvig_433456: 62,407-72,652 (+)

95 96 97

IMGVR_UViG_3300045988_164054|3300045988|Ga0495776_073114: 123,880-134,126 (+)

160 161 162

MGV-GENOME-0371374: 42,074-52,602 (+)

70 71 72

MGV-GENOME-0375458: 72,028-82,325 (+)

116 117 118

MGV-GENOME-0374333: 127,079-137,382 (+)

166 167 168

IMGVR_UViG_3300045988_144331|3300045988|Ga0495776_009805: 72,028-82,325 (+)

116 117 118

uvig_584602: 73,556-83,638 (+)

119 120

MGV-GENOME-0372827: 114,336-124,032 (+)

147

uvig_181013: 44,420-53,697 (+)

52 53

uvig_377125: 20,913-32,544 (+)

22 24 30 HNH endonuclease (CDS_0031) 32

uvig_162722: 20,812-31,555 (+)

24 30 31
HNH endonuclease (CDS_0032)

33

SAMN09781772_a1_ct53931_vs1: 16,604-25,753 (+)

29 30 31

IMGVR_UViG_3300045988_162747|3300045988|Ga0495776_110595: 132,774-144,066 (+)

161 165
homing endonuclease (CDS_0166)

167

IMGVR_UViG_3300045988_167710|3300045988|Ga0495776_168606: 128,968-133,738 (+)

158 endonuclease (CDS_0159)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function defence (PADLOC)


