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uvig 500328:43,153-56,420 (+)
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IMGVR_UViG_3300045988_162190|3300045988|Ga0495776_009801: 128,841-142,273 (+)
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replication initiation protein (CDS_0175)
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IMGVR_UViG_3300045988_164054|3300045988|Ga0495776_073114:45,259-56,993 (+)
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MGV-GENOME-0374333:45,653-57,553 (+)
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IMGVR_UViG_3300045988_161115|3300045988|Ga0495776_163747:45,454-57,691 (+)
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IMGVR_UViG_3300045988_171734|3300045988|Ga0495776_181029:48,951-61,994 (+)
182

IS N BN . N
IMGVR_UViG_3300045988_166474|3300045988|Ga0495776_101974:139,029-144,511 (+)
pre-neck appendage protein (CDS_0179)
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IMGVR_UViG_3300045988_165029|3300045988|Ga0495776_119846: 131,179-146,123 (+)
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IMGVR_UViG_3300045988_156340|3300045988|Ga0495776_011046:43,765-57,035 (+)
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IMGVR_UViG_3300045988_170591|3300045988|Ga0495776_174224:46,445-59,760 (+)
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uvig_313264:44,791-52,961 (+)
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MGV-GENOME-0354776:41,167-50,436 (+)
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MGV-GENOME-0375017: 134,919-143,069 (+)
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IMGVR_UViG_3300045988_151891|3300045988|Ga0495776_073198:126,571-136,000 (+)
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MGV-GENOME-0374961:131,623-142,589 (+)

174 175 176

[ N
IMGVR_UViG_3300045988_156377|3300045988|Ga0495776_110530: 135,037-142,820 (+)
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uvig 235114:112,293-118,169 (+)
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MGV-GENOME-0374797:133,365-141,245 (+)
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IMGVR_UViG_3300029708 000002|3300029708|Ga024518%_100117:48,674-60,877 (+)
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IMGVR_UViG_3300045988_159089|3300045988|Ga0495776_176295:48,674-59,386 (+)
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