icity0043 Unknown (CDS_0096) 104
94 95 97 98 99 100 101 102 1Q3T10i106 107 108 109

90 91 92 93

— 1 % | & | 1 |} N
IMGVR_UViG_3300045988_166474|3300045988|Ga0495776_101974:59,130-71,694 (+)

92 93 94 95 96 104
. N R L L 1| | B W & N ] I
MGV-GENOME-0374797:53,975-67,335 (+)
142 146147 148 149

. | 1 B ] L 1 B |\ N ] =
MGV-GENOME-0375059: 113,800-125,346 (+)

91 92
| ___ 1 DU ) —— I N D I N NS D =
IMGVR_UVIG_3300045988_168175|3300045988|Ga0495776_089092: 55,958-66,347 (+)

146 149 150 151 152 153

NN N B B DN D B B D B N

— I S E—
MGV-GENOME-0375255:117,146-131,146 (+)
93 94

— T W W] — E—
MGV-GENOME-0372215:55,354-67,939 (+)

135136137 138 139

MGV-GENOME-0374153:108,227-120,441 (+)
135136137 138 139

IMGVR_UViG_3300045988_161115|3300045988|Ga0495776_163747:108,227-120,441 (+)
91 92 93 94

B 1 | | 1 W — | ] | E—
uvig_501897:54,666-67,313 (+)

144 145 146 147

IMGVR_UViG_3300045988_160191|3300045988|Ga0495776_168681: 110,815-122,769 (+)

ABC transporter (VF0741) (CDS_0089)
90 94 95

—1 1 e
uvig_171403:55,237-68,100 (+)
142 143

— % 1 W1 1 1 & & "8 —"§ |
IMGVR_UViG_3300045988_154784|3300045988|Ga0495776_073168:109,869-121,166 (+)

88 89 90
S G OCIaaeua ) _JU— &80
MGV-GENOME-0374878: 54,840-66,131 (+)
85 91 92 93 94

- — . I . —
MGV-GENOME-0375078:55,154-67,209 (+)
89 91 92

IMGVR_UViG_3300045988_160694|3300045988|Ga0495776_011019: 54,346-65,071 (+)
86 87 88 89 920

- N — P —_—— 8 1 1 | ;4 & _§ ;| 2
uvig 45097:51,216-64,302 (+)

145 146 147 148 149 RNA ligase (CDS_0156) 157
- l - 1 1 1 1 L ¢ | | & & & & | I B S
MGV-GENOME-4435390: 112,699-127,727 (+)

20 17 1615
. I — PN D B B . =
uvig 188066:4,395-14,739 ()
93 94 101

O IS EEaeee—— — —
IMGVR_UViG_3300045988_162243|3300045988|Ga0495776_009793:56,151-67,759 (+)

62 63 64 65 66 67

uvig 195971:43,703-54,679 (+)
87 88 89 90 91 92

§

IMGVR_UViG_3300045988_153205|3300045988|Ga0495776_089136:55,339-67,174 (+)
85 90 93 94 95 97

— IS S S S S S S R R E—
SAMNO09781704 _al ct149525 vs1:53,103-62,227 (+)

88 92

— L x 1 1 1 —— 3 1§ |
IMGVR_UViG_3300045988_165029|3300045988|Ga0495776_119846:54,995-64,590 (+)
94 95 96 97 98

i

MG\/ GENOME 0374961 58 281- 64 922 (+)
121122123 124 125

5

I — -
uvig_156727:84,192-90,919 (+)

73
71 727 74 79

- —— — S S E— N E— " E—
uvig_433456:48,537-60,122 (+)

90 91 92 93 94

IMGVR_UViG_3300045988_161449|3300045988|Ga0495776_110674:56,111-69,492 (+)
88 89 90 91 92

— I S S S S E— .
IMGVR_UViG_3300045988_144868|3300045988|Ga0495776_009783:56,691-69,920 (+)
147 148 149 150

— I S S — R
MGV-GENOME-0374407:113,261-125,795 (+)
146 147 148 149

IMGVR_UViG_3300045988_162747|3300045988|Ga0495776_110595:121,128-132,353 (+)
137 139 141 142 143 144

IMGVR_UViG_3300045988_162023|3300045988|Ga0495776_168620: 110,160-122,016 (+)

86 91 92 93 94
I S | _ 8 _ "N _ 8 =8 1 | | |1 B_§B B ] I S —
IMGVR_UViG_3300045988_161734|3300045988|Ga0495776_176344:55,941-68,906 (+)
87 88 89 90
N I | 1 L& ¢ ! | | § § | I S S—
uvig 235114:52,906-65,448 (+)
95 96 99 100 101 102 108 104 107

N D e —— ;1 1 L L N B |
Ma_2019_SRR1778452_NODE_239_length_72136_cov_3.411690: 57,179-68,613 (+)
100 101 102 103

LN | B - I
uvig_253040: 54,654-64,726 (+)
transposase (CDS_0151)
149 150 152 153 154

IMGVR_UViG_3300045988_160430|3300045988|Ga0495776_119786:121,234-135,113 (+)
149150 151 152 153

- — - I SIS B S S S — . —
IMGVR_UViG_3300045988_159615|3300045988|Ga0495776_122653:121,234-133,943 (+)

153154 155 156 157 158 161 162
|
N

| __ 1] e __ 1 1 1 1 | ____J §N_1_ "] I N S —
IMGVR_UViG_3300045988_160599|3300045988|Ga0495776_009824: 122,399-134,845 (+)

142143 144 145 146 147 153
| __ 3 ] D e — L J L [ | & ;&N ]| I - I
MGV-GENOME-0374170: 110,719-123.261 (+)

92 93 94 95 9 98 capH (CDS_0102)
N ] P e — 1 ! | [ & _J§ & | |} . - - I
uvig_584602: 58,223-69,771 (+)

9 91

- DU — | & | 1} N | I - Y I —
uvig 45747 56,828-68,102 (+)

154 155 156 157 158 161

|
]
| ____ 1 DU — [ N SN SN S BN D D D EE—— I I
IMGVR_UVIiG_3300045988_156369|3300045988|Ga0495776_011065: 118,713-131,002 (+)
9192 93 94 95
1| I — . L 1 B N |} I - I
MGV-GENOME-0368784: 53,006-64,045 (+)
95 96 97 98
. I I— — L 71 1 1 ] 1 1 8 ] ] I -— I
uvig171809: 57,445-70,484 (+)
143 144 145
] D —— L i B 1§ _ 1} I - I
IMGVR_UVIiG_3300045988_154758|3300045988|Ga0495776_110456: 114,131-126,168 (+)
153 154 155 156 157
L ___ ] D e — —_— N R BN S N S E— I - I R S —
IMGVR_UViG_3300045988_159401|3300045988|Ga0495776_110610: 116,885-129,774 (+)
87 88 89
- I DN S S L ¥ 1 __1 ____1 &8 §N ] I - I S —
IMGVR_UViG_3300045988_154258|3300045988|Ga0495776_110459: 54,008-67.833 (+)
147 148 149 150
. T s — (N N S S S BN E— | I D S——
IMGVR_UVIiG_3300045988_156340|3300045988| Ga0495776_011046: 116,246-128,527 (+)
143 144 145 146
N S S SN NN B — I - I

———— — T ____
MGV-GENOME-0374573:112,756-124,246 (+)
89

MGV-GENOME-0364286:73,445-83,746 (+)

146
L} | T e —— N N N I - R N S—
uvig 181112 116,737-127,562 (+)
135 136 139 140 141 142 143
1
| ____ 1L I N R I B B BN S E——— I I I
IMGVR_UVIiG_3300045988_164054|3300045988|Ga0495776_073114: 108,989-120,802 (+)
75 76 77
| < {5
. L ____a__ 1| ] L | | ;& & _§ | I I — I
uvig 92356:43:497-56,795 (+)
110 111 112 113 114
1 1
1} L >
| 3§ | D e —— L& 7 1 | "} B § §} ] I I I
MGV-GENOME-0360726: 78,326-90,383 (+)
58 59 60 61
1 1
| T
L & | | ______§ N ®§ § | I I I

— 1 I S S —
MGV-GENOME-0372973: 37,190-49,336 (+)
91 92 93 94 95

— I S — N N N S S E—
IMGVR_UViG_3300045988_161914|3300045988|Ga0495776_011036:56,559-70,168 (+)
148 149 150

IMGVR_UViG_3300045988_172858|3300045988|Ga0495776_011076:117,566-129,653 (+)
147 148 149

. D " — I B B I B S S I I
IMGVR_UViG_3300045988_159089|3300045988|Ga0495776_176295:113,036-126,071 (+)
88 89 90
[ 1 ] D e —— L1 1 N &N 8 | I I
uvig_176072:57,313-67,405 (+)
88 89

— S S R S S— EE—— E—
IMGVR_UViG_3300045988_162190|3300045988|Ga0495776_009801:57,313-68,210 (+)

158 159
I S —— I D D BN B B | e e— I I ——
IMGVR_UVIG_3300030365_000081/3300030365/Ga0245220_100096: 123,413-135890 (+)
91 92 93 94
L ___ I S —— — 2 | ___ L B _= _5_ _ | I I B —
IMGVR_UViG_3300029249 000119|3300029249|Ga0168690_1000089: 54,222-68,081 (+)
91 93 94 95 96 97 98 99
- ey ——— 1 & N ] ] ] ] ] N I I T B S—
MGV-GENOME-0375861: 59,368-76,039 (+)
67 68 70 71
1 1
1 >
| |}’ N §N _§ | I I I

uvig_307582:45,929-56,666 (+)

105 106 107 108 113
a—c -G a-a—C [, B B B
MGV-GENOME-0362302: 70,305-82,826 (+)

91
a—C LG Oa@— T OO oDD
MGV-GENOME-0359125: 57,543-68,390 (+)
RNA ligase (CDS_0135)
128 129 130 131 132 136 139 140

a—c o LK ___ & aaab@aa—C T LD
MGV-GENOME-0373199: 100,599-115,961 (+)

140 141 142 RNA ligase (CDS_0146) 147 148 149

a—@E@ I a-ab@a-a@= Ill o EoD—— L b

L &N | ]
IMGVR_UVIG_3300045988. 1677 10|3300045988]Ga04957 76, 168606: 111.936-125.619 (+)
157
148 149 150 151 152 153 T158 160

- N S N N N S D
IMGVR_UViG_3300045988_147439|3300045988|Ga0495776_019830: 115,592-129,158 (+)
149
146 147 148 150

L ___ 1 I — (N N S S N S
IMGVR_UViG_3300045988_153340|3300045988|Ga0495776_176247:114,635-125,321 (+)
6000 nt i
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (PADLOC) virulence (VFDB)
I




