
uvig_125138: 46,598-52,889 (+)

61 62 63 64
icity0043 Unknown (CDS_0065)

66 67 68 69 70 71 72 73

IMGVR_UViG_3300045988_162023|3300045988|Ga0495776_168620: 108,347-115,956 (+)

132 133 137 139 141 142

IMGVR_UViG_3300045988_162190|3300045988|Ga0495776_009801: 55,503-61,723 (+)

85 89

MGV-GENOME-0375254: 52,902-62,402 (+)

86 87 88 89 95

IMGVR_UViG_3300045988_154258|3300045988|Ga0495776_110459: 51,674-61,547 (+)

81 82 83 84 87

uvig_92356: 41,685-51,020 (+)

70 71 72 73 75

uvig_171809: 55,635-65,298 (+)

90 91 92 95 96

MGV-GENOME-4435390: 110,365-120,954 (+)

139 140 141 142

MGV-GENOME-0372215: 53,544-62,380 (+)

88 89 90 93

IMGVR_UViG_3300045988_159089|3300045988|Ga0495776_176295: 111,226-120,243 (+)

142 143 144

IMGVR_UViG_3300045988_154758|3300045988|Ga0495776_110456: 112,321-120,862 (+)

138 139 140

MGV-GENOME-0357106: 59,853-66,388 (+)

80 81 82

MGV-GENOME-0374797: 52,165-61,166 (+)

87 88 89 92

IMGVR_UViG_3300045988_144868|3300045988|Ga0495776_009783: 54,880-63,998 (+)

83 84 85

IMGVR_UViG_3300045988_161914|3300045988|Ga0495776_011036: 54,749-63,281 (+)

87 88

uvig_151486: 42,087-49,345 (+)

66 69

IMGVR_UViG_3300045988_162243|3300045988|Ga0495776_009793: 53,817-63,005 (+)

87 88 89 90 94

MGV-GENOME-4435432: 114,785-124,788 (+)

143 144 145 146 150

IMGVR_UViG_3300045988_158745|3300045988|Ga0495776_019798: 48,110-58,655 (+)

DNA methyltransferase (CDS_0079) 81 82 83 84

MGV-GENOME-0351011: 51,008-59,071 (+)

68 69

MGV-GENOME-0375255: 115,336-124,862 (+)

144 145 146 151

MGV-GENOME-0375199: 112,567-121,409 (+)

146 147 148

MGV-GENOME-0373375: 95,883-105,210 (+)

123 124 125 126

IMGVR_UViG_3300045988_161449|3300045988|Ga0495776_110674: 54,300-62,710 (+)

85 86 87 94

IMGVR_UViG_3300045988_171734|3300045988|Ga0495776_181029: 117,122-125,980 (+)

147 152 153 154

IMGVR_UViG_3300029116_000001|3300029116|Ga0168822_100072: 115,224-122,510 (+)

145

IMGVR_UViG_3300045988_147439|3300045988|Ga0495776_019830: 113,015-120,173 (+)

139 143 144 145

IMGVR_UViG_3300008260_000159|3300008260|Ga0114292_100029: 111,405-121,015 (+)

138 139 140

uvig_433456: 46,203-54,046 (+)

67 68 73

MGV-GENOME-0374407: 110,684-120,219 (+)

143 144 145 147

uvig_583914: 51,288-59,046 (+)

86 87 88 89 90 92

SAMN09781704_a1_ct149525_vs1: 51,288-59,046 (+)

85 86 87 88

uvig_87614: 53,305-59,696 (+)

87 88 89

MGV-GENOME-0375861: 57,035-64,826 (+)

87 88 89

IMGVR_UViG_3300045988_165029|3300045988|Ga0495776_119846: 53,185-61,412 (+)

83 84 85 86

MGV-GENOME-0359125: 55,733-67,757 (+)

86 87 88 91 92 93 RNA ligase (CDS_0094)

MGV-GENOME-0373199: 98,789-112,455 (+)

123 124 125 129 130 131 132

MGV-GENOME-0362302: 68,495-81,438 (+)

100 101 102

uvig_47019: 49,365-62,191 (+)

78 79 80 81 86 87

uvig_95619: 53,156-60,026 (+)

82 83 84 85

IMGVR_UViG_3300045988_163263|3300045988|Ga0495776_174185: 112,243-121,565 (+)

142 143 144 145

uvig_332054: 116,237-124,344 (+)

DNA methyltransferase (CDS_0145)

uvig_235114: 50,328-57,068 (+)

DNA methyltransferase (CDS_0082)

uvig_136910: 58,758-63,655 (+)

DNA methyltransferase (CDS_0095)

uvig_109473: 61,611-68,061 (+)

CBASS__AG_E1_ThiF ThiF family (CDS_0086) 91

Ma_2019_SRR1778452_NODE_239_length_72136_cov_3.411690: 55,368-61,393 (+)

95 96

MGV-GENOME-0363075: 67,145-75,556 (+)

96 97 100

IMGVR_UViG_3300030365_000081|3300030365|Ga0245220_100096: 121,603-129,134 (+)

155

IMGVR_UViG_3300045988_160694|3300045988|Ga0495776_011019: 52,870-59,542 (+)

89

uvig_171403: 53,427-62,452 (+)

ABC transporter (VF0741) (CDS_0089)
90 91

uvig_188066: 8,983-16,549 (-)

162021

uvig_171274: 111,030-119,130 (+)

139

MGV-GENOME-0374333: 111,125-119,170 (+)

139

MGV-GENOME-0375078: 52,911-60,996 (+)

88

uvig_195971: 42,844-48,959 (+)

62 63 64 65 67

MGV-GENOME-0374577: 54,851-60,857 (+)

83 86

5000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


