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34  Sak4-like ssDNA annealing protein (CDS_0035)
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27 HNH endonuclease (CDS_0028)

uvig_593898:12,282-23,202 (+)
HNH endonuclease (CDS_0035)
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IMGVR UViG_3300045988_168288|3300045988|Ga0495776_176324:68,823-81,632 (+)
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IMGVR_UViG_3300045988_170591|3300045988|Ga0495776_174224:72,099-83,791 (+)
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SAMNO9781704_al_ct149525 vs1:11,828-24,202 (+)
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DNA, RNA and nucleotide metabolism unknown function




