
IMGVR_UViG_3300045988_162190|3300045988|Ga0495776_009801: 12,296-23,438 (+)

23 24 25 2627 28
DNA polymerase (CDS_0029)

DNA polymerase (CDS_0030) exonuclease (CDS_0031) 32 33 34 Sak4-like ssDNA annealing protein (CDS_0035)

MGV-GENOME-0374630: 13,429-25,372 (+)

30 31 32 34

uvig_160804: 12,589-23,114 (+)

thymidylate synthase

ERCC4-type nuclease (CDS_0027)
DNA polymerase (CDS_0028)

DNA polymerase (CDS_0029)

uvig_327623: 15,651-27,771 (+)

DNA polymerase (CDS_0033)
DNA polymerase (CDS_0034) 35

uvig_243311: 14,248-25,436 (-)

DNA polymerase (CDS_0027)
DNA polymerase (CDS_0028)

MGV-GENOME-0374180: 63,645-75,716 (+)

80 81 82 83

MGV-GENOME-0359125: 12,476-24,167 (+)

ERCC4-type nuclease (CDS_0028)
DNA polymerase (CDS_0029) 30

IMGVR_UViG_3300008260_000159|3300008260|Ga0114292_100029: 69,851-81,678 (+)

79 DNA polymerase (CDS_0080) 81

IMGVR_UViG_3300045988_164054|3300045988|Ga0495776_073114: 73,876-84,771 (+)

86 DNA polymerase (CDS_0087)

IMGVR_UViG_3300045988_159615|3300045988|Ga0495776_122653: 77,792-90,509 (+)

DNA polymerase (CDS_0092) HNH endonuclease (CDS_0094) 99

uvig_58209: 13,309-25,599 (+)

HNH endonuclease (CDS_0031)

uvig_405093: 4,120-15,037 (-)

HNH endonuclease (CDS_0013)14

uvig_593898: 12,282-23,202 (+)

27 HNH endonuclease (CDS_0028)

uvig_109473: 19,538-31,071 (+)

33 34
HNH endonuclease (CDS_0035)

36

uvig_136007: 12,604-24,941 (+)

29 HNH endonuclease (CDS_0030)

IMGVR_UViG_3300045988_162023|3300045988|Ga0495776_168620: 67,371-80,226 (+)

77
HNH endonuclease (CDS_0078)

HNH endonuclease (CDS_0080)

IMGVR_UViG_3300045988_161465|3300045988|Ga0495776_088938: 71,885-83,726 (+)

85 86 87

IMGVR_UViG_3300045988_167710|3300045988|Ga0495776_168606: 66,156-78,000 (+)

79 80 81

uvig_421092: 13,953-25,180 (-)

2526

uvig_594541: 12,589-23,816 (+)

28 29

uvig_156727: 39,781-51,628 (+)

ERCC4-type nuclease (CDS_0061) DNA polymerase (CDS_0062) 63

uvig_160874: 11,969-25,758 (+)

26 HNH endonuclease (CDS_0030)

IMGVR_UViG_3300045988_144868|3300045988|Ga0495776_009783: 11,481-24,602 (+)

21 26 27 28 30

IMGVR_UViG_3300045988_169666|3300045988|Ga0495776_089120: 12,765-24,300 (+)

28 29 HNH endonuclease (CDS_0030)

IMGVR_UViG_3300030365_000081|3300030365|Ga0245220_100096: 72,603-85,740 (+)

86
87

92 93 94 95 96

MGV-GENOME-0374868: 11,525-23,999 (+)

21 26 27 28

IMGVR_UViG_3300045988_168288|3300045988|Ga0495776_176324: 68,823-81,632 (+)

81 82 83

uvig_488706: 11,532-24,204 (+)

26 DNA polymerase (CDS_0027) HNH endonuclease (CDS_0028)

MGV-GENOME-0377005: 11,543-24,014 (+)

26 27 28

MGV-GENOME-0374961: 13,801-26,613 (+)

29 30 31 32 33

MGV-GENOME-0375676: 12,227-25,149 (+)

27 28 HNH endonuclease (CDS_0030)

MGV-GENOME-0373155: 11,512-24,276 (+)

26 27 28

IMGVR_UViG_3300045988_170591|3300045988|Ga0495776_174224: 72,099-83,791 (+)

87 DNA polymerase (CDS_0088)

MGV-GENOME-4435318: 76,854-89,353 (+)

90 DNA polymerase (CDS_0091)

SAMN09781704_a1_ct149525_vs1: 11,828-24,202 (+)

21 ERCC4-type nuclease (CDS_0026)
DNA polymerase (CDS_0027)

DNA polymerase (CDS_0028)
endonuclease (CDS_0029)

30 31

5000 nt

DNA, RNA and nucleotide metabolism unknown function


