
IMGVR_UViG_3300014096_000001|3300014096|Ga0134352_100043: 32,635-39,378 (+); 1-2,829 (+)

terminase large subunit (CDS_0001)
portal protein (CDS_0002)

head morphogenesis
replication initiation protein (CDS_0044)

DrmD_00013 DrmD (CDS_0045)
46 47 48 49 50 51 52

ParB-like partition nuclease (CDS_0053)
ParB-like partition nuclease (CDS_0054)

55 56

SAMN11031438_a1_ct1925: 31,053-39,152 (+)

40 DNA methyltransferase (CDS_0047)
DNA methyltransferase (CDS_0048)

50

IMGVR_UViG_3300014290_000027|3300014290|Ga0134363_100065: 31,227-39,122 (+)

46 MTase_II_00058 Type (CDS_0048) 50

OTU_2653: 31,484-38,231 (+)

50

IMGVR_UViG_3300008515_000305|3300008515|Ga0115189_1000146|6590-45122: 30,437-38,529 (+)

MTase_II_00058 Type (CDS_0046)

IMGVR_UViG_3300008715_000008|3300008715|Ga0115609_1000327: 31,198-38,866 (+); 1-1,413 (+)

metal-dependent hydrolase (CDS_0043) 48 49 50

IMGVR_UViG_3300045988_091037|3300045988|Ga0495776_128337: 32,757-39,222 (+)

49 51 53

MGV-GENOME-0296424: 26,022-32,491 (+)

38

uvig_381163: 39,407-45,766 (+)

58 ParB-like partition nuclease (CDS_0060)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0061)

IMGVR_UViG_3300045988_116930|3300045988|Ga0495776_086493: 31,092-37,448 (+)

52

IMGVR_UViG_3300045988_078912|3300045988|Ga0495776_016160: 31,125-37,485 (+); 1-4,606 (+)

head morphogenesis (CDS_0003) 451

IMGVR_UViG_3300028538_000028|3300028538|Ga0307841_1076: 32,040-38,323 (+)

ParB-like partition nuclease (CDS_0051)
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0052)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0053)

SRS149184_a1_ct93585: 32,415-39,225 (+)

52

SRS017751_a1_ct16569_vs01: 32,877-40,520 (+)

49
beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0052)

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0053)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)


