endolysin (CDS_0022) transcriptional regulator (CDS_0031)

21 23 2425 262728 29 30 3233 34 35
D —DboDlb b bbb

MGV-GENOME-0264247:19,312-25,096 (+)
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IMGVR_UVIG_3300045988_078912|3300045988|Ga0495776_016160: 19,089-24,659 (+)
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IMGVR_UViG_3300014290_000027|3300014290|Ga0134363_100065: 18,336-23,958 (+)
minor tail protein  tail protein (CDS_0017) 18 19 24 25

IMGVR_UViG_3300028538 000028|3300028538\630307841 1076:13,413-22,840 (+)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NFO33409.0) (CDS_0035)
Acylhomoserine lactone synthase (VF0907) (CDS_0033)
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uvig_381163:18,477-31,283 (+)
Acylhomoserine lactone synthase (VF0907) (CDS_0033)
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uvig - 433020 18,520-29,569 (+)
19 22 26

IMGVR_UViG_3300014096_000001|3300014096|Ga0134352_100043: 17,265-24,047 (+)
endolysin (CDS_0017) 22

MGV-GENOME-0196761:12,576-19,336 (+)
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