
uvig_548192: 28,452-34,388 (+)

36 37
capH (CDS_0038)

39 40 41 42 43

RNA polymerase beta subunit (CDS_0044)
HNH endonuclease (CDS_0045)

46 47 48 49

MGV-GENOME-0208361: 18,920-26,464 (+)

26 27 31 34 35 36 37 38 39 40

uvig_173656: 32,277-37,137 (+)

45 46 48 49

MGV-GENOME-0174805: 12,690-22,323 (+)

21 22 23 integrase (CDS_0024) 28 32

MGV-GENOME-0142838: 11,552-18,893 (+)

head-tail adaptor (CDS_0018)
19 20 25

uvig_190734: 32,069-38,452 (+)

48 50
RNA polymerase beta subunit (CDS_0053)

HNH endonuclease (CDS_0054)

IMGVR_UViG_3300045988_031089|3300045988|Ga0495776_160617: 26,749-32,788 (+)

40 43 46 47

MGV-GENOME-0326041: 38,957-43,319 (+)

HNH endonuclease (CDS_0058)

IMGVR_UViG_2850179386_000006|2850179386|2850179394|7476-46719: 34,273-39,222 (+)

HNH endonuclease (CDS_0054)

uvig_436258_: 28,346-34,526 (+)

38 42 46 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047)

MGV-GENOME-0237550: 28,346-34,526 (+)

42

IMGVR_UViG_3300045988_039554|3300045988|Ga0495776_059933: 28,792-34,923 (+)

46 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0047)

SAMN05414931_a1_ct29671: 24,232-33,783 (+)

34 35 endolysin (CDS_0036) 37 42

3000 nt

DNA, RNA and nucleotide metabolism connector integration and excision lysis unknown function defence (DefenseFinder) defence (PADLOC)


