
uvig_190734: 19,673-34,869 (+)

28
Hoc-like head decoration (CDS_0029)

30

UG4 (CDS_0031)
32

3334

holin (CDS_0035)

endolysin (CDS_0036)
37 38 39 40

Cas10b_WP_116678819.1 (CDS_0041)

42 43
integrase (CDS_0044)

4546

capH (CDS_0047)

4849 50 51

IMGVR_UViG_3300029588_000093|3300029588|Ga0245111_1000608: 19,673-32,981 (+)

endolysin (CDS_0036) 37 38 39 4041 42 48

IMGVR_UViG_3300045988_039554|3300045988|Ga0495776_059933: 19,998-30,943 (+)

28 endolysin (CDS_0034)3536 37

IMGVR_UViG_3300045988_081918|3300045988|Ga0495776_153342: 19,707-29,829 (+)

endolysin (CDS_0033) 34 36 38

MGV-GENOME-0247067: 19,707-29,829 (+)

endolysin (CDS_0033) 34

SAMEA1906429_a1_ct157470_vs1: 19,707-32,794 (+)

endolysin (CDS_0034) 35 36 37 38 39

uvig_173656: 20,271-35,046 (+)

31 endolysin (CDS_0036)37
ABC transporter (CDS_0038)

39

Siderophore-dependent iron uptake system (VF0738) (CDS_0040)

integrase (CDS_0041) 45 46

uvig_436258_: 23,959-31,368 (+)

endolysin (CDS_0034) 35
integrase (CDS_0036)

38 42 44 45

IMGVR_UViG_2850179386_000006|2850179386|2850179394|7476-46719: 20,560-36,745 (+)

30 endolysin (CDS_0036) 37 38

vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NF033120.0) (CDS_0039)

kinase (CDS_0040) 41

transposase (CDS_0042)
cas12f2_V-F_2 (CDS_0043)

4445 46

MGV-GENOME-0326041: 19,604-41,512 (+)

endolysin (CDS_0035) 36 37

integrase (CDS_0038)

39 40 41
integrase (CDS_0042)

43

DNA polymerase/primase (CDS_0044)

45 46 47 48 49

transcriptional regulator (CDS_0050)

51
HNH endonuclease (CDS_0058)

59

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


