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MGV-GENOME-0252616: 25,901-35,038 (+)
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MGV-GENOME-0299625: 27,419-36,477 (+)
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45transcriptional regulator (CDS_0049)

Holliday junction resolvase (CDS_0050)
Rha-like transcriptional regulator (CDS_0051)

52DnaC-like helicase loader (CDS_0053)

MGV-GENOME-0315545: 31,676-41,634 (+)
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uvig_241740: 27,688-33,472 (+)

46 47

uvig_293758: 30,122-38,324 (-)
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MGV-GENOME-0301673: 28,104-36,306 (+)

47 48

3000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (PADLOC)


