tRNA-Pro(TGG)
5859606162 63 64 65 66 67 6869 70 71727374 75 76 77 78 79 T 80 81
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MGV-GENOME-0321523:38,057-46,871 (+)
59606162 63 64 65 66 67 6869 70 71727374 75 76
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IMGVR_UViG_3300045988_140373|3300045988|Ga0495776_005467:38,057-46,871 (+)
57 58 59 60 61 6263 64 65 66 67 6869 70 75
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MGV-GENOME-0317004: 38,057-45,785 (+)
phosphoadenosine phosphosulfate reductase (CDS_0055)
phosphoadenosine phosphosulfate reductase (CDS_0050)
ParB-like partition protein (CDS_0052)
ParB-like partition protein (CDS_0053)
49 methyltransferase (CDS_OOSl) 54 5758596061 62 63 64 6566 67 686970 71 72 73
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IMGVR_UViG_3300045988_130249|3300045988|Ga0495776_012643:31,981-45,241 (+)
5758596061 62 63 64 6566 67 686970 71 72 73
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MGV-GENOME-0318159:31,981-45,241 (+)
47 55 56 57 58 596061 62 63 64
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IMGVR_UViG_3300045988_115392|3300045988|Ga0495776_010440: 30,619-42,139 (+)
methyltransferase (CDS_0053) 596061 62 63 64 65 66 67 68 69 707172 73 74 75
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MGV-GENOME-0321081:33,179-46,757 (+)
626364 65 66 67 68 69 70 7172 73 74 75
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IMGVR_UViG_3300045988_120750|3300045988|Ga0495776_000580: 31,834-44,311 (+)
57 5859 6061 62 63 64
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MGV-GENOME-0312669:32,247-43,035 (+)

63
59 60 61 627 64656667 68 69 70
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MGV-GENOME-0315024: 32,427-44,365 (+)

67
5657585960 61 62 63 64 65<&T68 69 70 71
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IMGVR_UViG_3300045988_148260|3300045988|Ga0495776_028751:31,923-44,893 (+)

67
5657585960 61 62 63 64 65%T68 69 70 71
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MGV-GENOME-0308973: 31,923-44,893 (+)

ParB-like partition protein (CDS_0051)
ParB-like partition protein (CDS_0052) 575859 6061 62 63 64 65 666768 69 70

MGV-GENOME-4425738:32,295-44,431 (+)
57585960 61 62 63 64 65 66 67 68
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IMGVR_UViG_3300045988_129031|3300045988|Ga0495776_077970:36,717-44,124 (+)

64
60 616263 65 66 67 68

—— - = om I E——
MGV-GENOME-0297925: 38,962-45,037 (+)

6162 63 64 65
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IMGVR_UViG_3300045988_143104|3300045988|Ga0495776_114588:39,566-45,304 (+)
60 61 62 63 64 65 66

.
MGV-GENOME-0297671:38,899-44,700 (+)
616263 64 65 66 67 68 69 70 71

B
SAMN10080935_al_ct20399 vs1:38,800-45,947 (+)

616263 64 65 66 67 68 69 70 71
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SRR7892467_NODE_11_length_53804 _cov_255.908035: 38,800-45,947 (+)
t 5000 nt !

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function tRNA pseudogene
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