PD-T7-1_.WP_205975857.1 (CDS_0029) DNA binding protein (CDS_0041)

MTase_lI_00039 Type (CDS_0027) tRNA-Ile(GAT) 34 39
23 24 25 26 28 30 31 32 3335 36 37.38 [40

< | N 1]
TemPhD_cluster_61129:17,611-34,503 (+)

PD-T7-1_WP_205975857.1 (CDS_0029)
28 30 31 3233

e ) B S S B 0 S m— — e —
TemPhD_cluster_14399:17,611-34,502 (+)
28 29 30 31 32 333435

IMGVR_UVIiG_2814123443 000002|2814123443|2814204676|91170-130031: 18,123-33,010 (+)
28 29 30 31 3233 34 35 36 3738

—_— E I AN |
TemPhD_cluster_29786:17,641-34,400 (+)

letA_00002 (CDS_0035)
transcriptional repressor (CDS_0032) letS_00001 (CDS_0036)
29 30 31 [33 34 3738 39 44

N
©

I
I
I
|
I

IMGVR_UViG_2791355349 OOOOOl|2791355349I2791391155|154304 196965:17,640-36,814 (+)
PDC-M17B_WP_204484574.1 (CDS_0028) 35 Pam (VF1231) (CDS_0044)
29 3031 3233 34 I36 3738 39 4041 42 43 45DNA binding protein (CDS_0046)

N .. L | J - LB | B L L -_— _—
TemPhD_cluster_48518:17,646-38,659 (+)

PDC-M17B_WP_204484574.1 (CDS_0028)

29 3031 3233 34 35 36 37 38 45
b DL C-acaahEC - H—C A 0ED

IMGVR_UViG_2791355332_000001]|2791355332|2791390453|1528414-1568566: 17,631-34,484 (+)
NEase_lI_00006 Type (CDS_0037)
DrmMII_00005 DrmMII (CDS_0038)
PDC-M17B_WP_204484574.1 (CDS_0028) RM_Type_Il_Type_Il_REase06 (CDS_0039)
29 303132 333435 36 | | 40 45

|
|
I
-
I
I
i

IMGVR_UViG_2816332250_000002|2816332250/2816339596|201757-243098: 17,656-35,578 (+)

PDC-M17B_WP_204484574.1 (CDS_0028) DNA topoisomerase (CDS_0035)
29 303132 33 34 38 39

I
|
s
I
|
B
|

IMGVR_UViG_2889661992_000001|2889661992|2889661996|39384-78801: 18,192-30,739 (+)
PDC-M17B_WP_204484574.1 (CDS_0030)
24 28 313233 34 3536 42 DNAbinding protein (CDS_0043)

I
|
4

—— I—— . W S -
IMGVR_ UVlG 2808606843 000001|2808606843I2808654876|79286 117867:17,679-31,741 (+)

35
PDC-M17B_WP_204484574.1(CDS_0030) 31 32 33 34 |36

— - —
IMGVR_UViG_2808606840_000004|2808606840|2808654726|27002-65201:17,650-31,638 (+)

PDC-535_WP_069988849.1 (CDS_0045)

PDC-M17B_WP_204484574.1 (CDS_0029) PDC-M17B_WP_204484574.1 (CDS_0040) VCA0458 (CDS_0048) 50
30313233 34 35 36 37 38 39 414243 44 46 47 49 51
oo DL Gaaac - —a+D—0C Gaa- oG- G Iaac K

IMGVR_UVIG_2627853789_000002|2627853789|2627889150|2306737-2355843: 17,676-41,495 (+)
RM_Type_lI_Type_ll_MTases_FAM_0 (CDS_0039)
RM_Type_lI_Type_lI_REase06 (CDS_0040)
28 2930 31 32 33 34 35 36 37 38 I 41

i
j
|
I
|
i

IMGVR_UViG_2754412338 OOOOOQ|2754412338I2754416554|116029 162998:17,645-41,015 (+)
PDC-M17B_WP_204484574.1 (CDS_0034)
Rz-like spanin (CDS_0029)
27 28 3132 33 35 36

bz
e
I
I2
l%
:

I

IMGVR_UViG_2907769099_000001|2907769099|2907769099|2552133-2591735:20,236-32,273 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0034)
PD-Lambda-5_PD-Lambda-5_A (CDS_0035)

PDC-M17B_WP_204484574.1 (CDS_0032) 36
28 2930 31 33 | Ta7 43
S, 0 O O, ., O SO S 1 0 S 9SO |

IMGVR_UVIG_2754412341_000001|2754412341]2754416613|997742-1037636: 18,883-33,455 (+)
PDC-M17B_WP_204484574.1 (CDS_0033)

29 3031 32 TSS 36 37 38 39

|

I

I
]
b

TemPhD_cluster_14013:19,709-36,081 (+)
PDC-M17B_WP_204484574.1 (CDS_0033)

29 3031 32 T35 36

|

I

I
5
b=
i

|

IMGVR_UViG_2870050138 000002|2870050138|2870050138|2020072-2058449: 19,709-32,412 (+)
PD-Lambda-5_B_WP_110365848.1 (CDS_0055)
PDC-M17B_WP_204484574.1 (CDS_0032) DNA binding protein (CDS_0049) PD-Lambda-5_PD-Lambda-5_A (CDS_0056)
36  excisionase (CDS_0040) 44 replicati;rﬁnitiation protein (CDS_0052) excisionase (CDS_0057)
28 29 30 31 33 34 35 [37 38 39 | 41 42 43]45464748 | 5051 | 53 54 I I 58

I

|

|

=

|

i

I
|

IMGVR_UViG_2863421361 000001|2863421361|2863421371|15302-67099: 18,836-45,947 (+)
PDC-M17B_WP_204484574.1 (CDS_0029)

30 3132 33 34 35 36 37 38 39 40 41 42 434445
oD IC-aaCitDT— OB TR ARICIdH_D
TemPhD_cluster_47966:19,165-40,692 (+)
PDC-M17B_WP_204484574.1 (CDS_0029)
30 3132 33 34 35 36 37 38 39 40 41 424344
oD OCC-aacivh O @O BB AIac—iadC_Ho

IMGVR_UViG_2791355344_000001|2791355344|2791390831|605600-650630: 19,165-38,870 (+)
resist_ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (CDS_0040)

PDC-M17B_WP_204484574.1 (CDS_0029) DruM2_00009 DNA (CDS 0038)
30 313233 34 35 36 37 39 | 41 42 434445 50 51 transcriptional repressor (CDS_0052)
o e, g T S B 15 O R Sy, 1 S B8 S S S S W

IMGVR_UViG_2751186029_000001|2751186029|2751270969(1176978-1221857:19,788-39,739 (+)
PDC-M17B_WP_204484574.1 (CDS_0033)
29 3031 32 34 35 36 37 38 39 40 41 4243 44 49 50 transcriptional repressor (CDS_0051)

I R — N
IMGVR_UVIG_ 2690316368 OOOOOlI2690316368I2690384095|598393 642894:19,383-38,548 (+)
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0036)
Retron_VI_HTH (CDS_0038)
28 29 30 31 32 33 34 35 | 37 [Retron_RT Tot_10 (CDS_0039)

TemPhD_cluster_48750_: 18,875-38,061 (+)
29 30 31 32 33 34

IMGVR_UViG_2609460131_000002|2609460131]2609535649(114633-154221: 19,300-33,604 (+)
letS_00001 (CDS_0035)

letA_00002 (CDS_0034) 36
28 29 30 31 32 33 Ts7

C OO O-AKAEOETDCHH D <A KK
I BN B S S | S S S _— —_—
IMGVR_UViG_2816332259_000002|2816332259|2816340141|142-41704: 18,843-35,684 (+)

PDC-M17B_WP_204484574.1 (CDS_0032)

MTase_I1_00039 Type (CDS_0031) PD-Lambda-5_B_WP_110365848.1 (CDS_0042)

DrmD_00013 DrmD (CDS_0028) PD-Lambda-5_ PD-Lambda-5_A (CDS_0043)
29 30 33343536 37 38 39 40 41 | 44 45 46

C OO H-C K HC H X KKK HO OO HC K KK KKK KD
DU D S e __ ___@r _ ___JT - ! r  __ — ] — — ]] —-_— _—

IMGVR UVIG_2877402173 000002|2877402173|2877402173|2709858-2756091: 18,873-41,271 (+)
PDC-M17B_WP_204484574.1 (CDS_0031)
28 2930 | 32 3334 35 36 37 3839 4041

IMGVR_UViG_2930988306_000002|2930988306|2930988306|3319389-3361136: 19,107-35,900 (+)
RM _Type_Il_Type_ll_MTases FAM_5 (CDS_0035)

PDC-M17B_WP_204484574.1 (CDS_0029)

30 3132 33 34 36 37 38 39 40 41 42 43 44 45
oMb T-aaddiOC IEC ¢ T c O C T O 0D
IMGVR_UViG_637000047_000001|637000047]637000623|2024037-2077336: 19,978-47,979 (+)

RM _Type_Il_Type_|l_MTases FAM_5 (CDS_0035)
PDC-M17B_WP_204484574.1 (CDS_0029)

30 3132 33 34 36 37 38 39 40 41
40, O S 0 g 5 O . SO, S S SO oy WOy Wy S Sy Gy W
TemPhD_cluster_22368_:19,978-41,093 (+)

PDC-M17B_WP_204484574.1 (CDS_0029)

30 3132 33 34 35 36 37 38 42

CODD D IG-aadiOEDa—-C I TIaE-k oD

IMGVR_UViG_2928163908_000001|2928163908]2928163915[127655-170353:20,091-36,769 (+)
PDC-M17B_WP_204484574.1 (CDS_0029)
22 23 26 28 30313233 34 35 36 37 38 39 40

—— ———— 1 — — § 3 L ]

IMGVR_UVIG_2754412352_000002|2754412352|2754417350|205130-248654: 18, 916 38, 292( )
PDC-M17B_WP_204484574.1 (CDS_0030)

29 31 323334 35 36 37 38

w
°
N
o
IS
hey
N
N
N
~

IMGVR_UVIiG_ 2579779144 OOOOOZ|2579779144I2579860571I22162 66796:19,677-39 076( )
DruM2_00008 DNA (CDS_0029)
28 30 31 32 33 34

| et I B I | 1] -_— —_——
TemPhD_cluster_27321:19,536-35,900 (+)
RT_III-AM_I1I-B_2 (CDS_0030)
26 27 2829 31 32

-—
IMGVR_UViG_3300005513_000309|3300005513]Ga0077120_1000612|1-39986: 17,814-34,030 (+)

29 30 31 32 3334 35 3637 38
Lot o O T {o—aCiavh
IMGVR UVIG_3300003758 000001|3300003758|Ga0055532. 1000215 19,769-39,555 (+)

29 30 31 32 33 34 35 3637 38

IMGVR_UViG_3300025229_000030|3300025229|Ga0209147_100186|25160-72965:19,769-41,926 (+)
10000 nt !
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
— L]

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene
I N




