endolysin (CDS_0015) 24 26 28
14 16 17 18 19 202122 23 [25]2729
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uvig 552749:11,922-27,385 (+)

21 2223 25 27 30 31

I —
MGV-GENOME-0265732: 13,787-28,910 (+)
21 22 2324

e ——
MGV-GENOME-0259515:13,822-29,144 (+)

tRNA-Ser(GGA)
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IMGVR_UViG_3300045988_050697|3300045988|Ga0495776_158885:12,989-29,387 (+)

21 2223

I . —
IMGVR_UVIG_3300045988_046135|3300045988|Ga0495776_171116:13,710-28,248 (+)
16 17 23 24 25

I B — [ ————— 1 " @ ] ]
MGV-GENOME-0263494:13,351-28,745 (+)

21 22 2425

MGV-GENOME-0305063: 13,866-28,622 (+)

| —
MGV-GENOME-0262254:13,850-28,006 (+)

N P N . . '
MGV GENOME-0313575:13,848-28,609 (+)
22 2324

L B e ————— ]
IMGVR_UViG_3300045988_055273|3300045988|Ga0495776_017065: 12,807-26,954 (+)
27
22 25 26]28

[ 1 11 ;] I
MGV GENOME-0259900: 13,130-27, 772( )
27
2526[28
- - - 111 & N | " |
IMGVR_UViG_3300045988_061071|3300045988|Ga0495776_008833: 13,232-27,868 (+)

transcriptional repressor (CDS_0026) 33
hemolysin (CDS_0018) 24 25 T 27 28 29 30 31 32]34 3536

——— 1 — Iy —————— T — . ———— .
\MGVR UViG_3300029718 000214|3300029718\(330245237 1000493: 14 006 39 804( )

21 31 32
C, e — o Yo e )l W@

uvig_156476:13,710-39,810 (+)
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