
MGV-GENOME-0225631: 24,098-30,262 (+)

nucleotide kinase

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0032)

replisome organizer (CDS_0033)
34 35

MazG-like pyrophosphatase (CDS_0036)
DNA methyltransferase (CDS_0037)

38 39 40

oMTase_00019 orphan (CDS_0041)

42 43 44 integrase (CDS_0045)

IMGVR_UViG_3300045988_079377|3300045988|Ga0495776_038137: 23,806-30,262 (+)

31 retron_type_VI_hth_cluster2_1 (CDS_0035)
DNA methyltransferase (CDS_0037)

38 39

TemPhD_cluster_43900: 24,991-30,460 (+)

38

SAMEA2738144_b1_ct5: 24,163-29,621 (+)

37 39

SAMEA2579957_a1_ct3664_vs1: 32,537-40,449 (+)

47
oMTase_00019 orphan (CDS_0048)

49 50 51 55 56 57
HNH endonuclease (CDS_0058)

terminase small subunit (CDS_0059)

SRS077916_a1_ct13791_vs1: 25,417-32,493 (+)

45 46 47 51 53

IMGVR_UViG_3300008537_000266|3300008537|Ga0111051_100249|13916-48324: 26,513-34,408 (+)

39 40 41 42 46 47 48

OTU_3796: 24,476-31,445 (+)

DNA methyltransferase (CDS_0039)
40 44 45

SRS097895_a1_ct16839: 24,323-30,952 (+)

37 43

SAMN05827239_a1_ct1946_vs1: 26,935-34,459 (+)

oMTase_00019 orphan (CDS_0043) MTase_II_00072 Type (CDS_0044)

SRS020540_a1_ct53980: 24,632-32,258 (+)

38 39 MTase_II_00058 Type (CDS_0040) 44

IMGVR_UViG_3300008099_000149|3300008099|Ga0114261_100057|29112-65078: 27,525-35,966 (+)

44 45 46 47

SRS047219_a1_ct4552_vs1: 19,118-26,206 (+)

oMTase_00019 orphan (CDS_0034) 35 36 41 42

SRS020400_a1_ct12187_vs01: 36,565-45,198 (+)

54
oMTase_00019 orphan (CDS_0055)

56 57 58 59 60 61 62 63 64 66 terminase small subunit (CDS_0068)

SRS018501_a1_ct22578_vs01: 29,590-38,057 (+)

47
oMTase_00019 orphan (CDS_0048)

49 50 51 52 53 54
55

56

SRS014528_a1_ct10739: 27,413-35,925 (+)

45 46 47 48 49 50 51 52 53 54 55

SRS013818_a1_ct23979_vs1: 26,712-34,286 (+)

MazG-like pyrophosphatase (CDS_0042)
MTase_II_00074 Type (CDS_0043)

44 45 46 47 48 49

SRS012983_a1_ct6679: 27,720-38,014 (+)

45 46
capH (CDS_0047)

DNA binding protein (CDS_0048)

49 50 51 52 53 54 55

MGV-GENOME-0231164: 25,820-33,546 (+)

44 45 46 47 48 49 50 51

IMGVR_UViG_2531839453_000001|2531839453|2531899367|255687-297794: 34,514-42,106 (+)

51 52 53 54 55 56 57 HNH endonuclease (CDS_0062)

SRS104279_a1_ct31731: 29,592-37,436 (+)

47 48 50 51 52 53 54 55 56 57

IMGVR_UViG_3300011936_000140|3300011936|Ga0119780_100048|6982-48288: 34,112-41,305 (+)

52 53 54 55
56

57 58 59 HNH endonuclease (CDS_0064)

IMGVR_UViG_2826256118_000001|2826256118|2826256184: 44,966-55,045 (+)

DNA binding protein (CDS_0064) 65 66 67 68
oMTase_00019 orphan (CDS_0069)

70 71 72 73 74

4000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


