
OTU_3544: 18,811-30,857 (+)

25 26 27 28 29
Erf-like ssDNA annealing protein (CDS_0030)

31 32 33 34 35 36 37 38 39 40 41 42

IMGVR_UViG_3300045988_053665|3300045988|Ga0495776_160142: 18,498-27,418 (+)

29 30 31 32 33 34 35

MGV-GENOME-0231617: 18,847-27,328 (+)

32 33 34 35 36 37 39

IMGVR_UViG_3300045988_113040|3300045988|Ga0495776_001219: 18,462-30,518 (+)

30 31 32 33 34 35 36 37

Monaco_MBA1281_NODE_10_length_33549_cov_123.031229: 17,989-31,095 (+)

DNA helicase
24 25 29 32 33 34 35 36 37 38 39 40

uvig_156287: 18,608-26,257 (+)

29 30 32 37

MGV-GENOME-0202582: 18,608-23,224 (+)

31

uvig_500286: 18,019-30,038 (+)

30 31 32 33 34 35 36 37

IMGVR_UViG_3300045988_083425|3300045988|Ga0495776_152437: 20,559-27,335 (+)

31 32 33 34 35 37

MGV-GENOME-0214332: 20,246-25,737 (+)

34

MGV-GENOME-0231981: 21,108-27,526 (+)

35 39

IMGVR_UViG_3300045988_120367|3300045988|Ga0495776_152479: 18,403-27,215 (+)

26 29 30 31 32 33 34

IMGVR_UViG_3300029702_000022|3300029702|Ga0245265_101113: 20,562-28,780 (+)

31 32 33 34

MGV-GENOME-0210770: 19,067-27,432 (+)

32 33

IMGVR_UViG_3300045988_102793|3300045988|Ga0495776_010154: 19,541-28,333 (+)

32 33 34 35

SAMN04261356_a1_ct118474_vs1: 19,516-28,221 (+)

32 33 34 35 36 37

uvig_291961: 18,515-27,264 (+)

30 31 32 33 34

MGV-GENOME-0215386: 19,478-25,154 (+)

30 31 32

IMGVR_UViG_3300045988_047254|3300045988|Ga0495776_074939: 20,065-28,621 (+)

33 34 35 36

MGV-GENOME-0216826: 19,878-25,396 (+)

32 33

MGV-GENOME-0210943: 19,878-24,123 (+)

32

uvig_403758: 19,878-28,593 (+)

32 33 34 35

uvig_86625: 19,358-27,763 (+)

30 31 32 33

MGV-GENOME-0212592: 19,358-24,281 (+)

30 31

uvig_20737: 17,875-26,359 (+)

27 28

MGV-GENOME-0204542: 17,875-23,262 (+)

27

IMGVR_UViG_3300045988_121123|3300045988|Ga0495776_033201: 19,076-28,854 (+)

31 32 33 34 35

MGV-GENOME-0224866: 19,687-29,923 (+)

33 34 35 36

MGV-GENOME-0226255: 19,615-26,964 (+)

31 32 33 34

IMGVR_UViG_3300045988_069770|3300045988|Ga0495776_010951: 20,065-28,958 (+)

33 34 35 36

SAMN11893787_a1_ct2270_vs1: 19,322-26,060 (+)

32 33 34

MGV-GENOME-0197898: 19,426-25,151 (+)

32 33

MGV-GENOME-0211344: 19,620-24,522 (+)

33 34

uvig_155765: 20,002-28,411 (+)

33 34 35

SAMN06164985_a1_ct80508_vs1: 19,758-28,419 (+)

29 30 31 32 33

uvig_536272: 19,758-27,656 (+)

29 30 31

MGV-GENOME-0210968: 19,767-24,400 (+)

29 30

MGV-GENOME-0212046: 19,758-24,398 (+)

29

uvig_321315: 19,002-26,750 (+)

30 31

MGV-GENOME-0210482: 19,265-24,241 (+)

30

IMGVR_UViG_2065487001_000059|2065487001|bke_il_soap_contig_5896: 19,895-28,422 (+)

31 32 33 34

uvig_37500: 19,135-27,130 (+)

29 30 31

MGV-GENOME-0210486: 19,510-24,361 (+)

31 32 33

uvig_68441: 19,359-28,837 (+)

31 32 33 34 35 36 37

MGV-GENOME-0218462: 19,359-25,869 (+)

31 32 33 34 35 36

MGV-GENOME-0221758: 19,360-26,435 (+)

31 32 33 34 35 36 37

uvig_8623: 19,375-26,817 (+)

29 30
31

MGV-GENOME-0205652: 19,375-23,387 (+)

29
30

MGV-GENOME-0203359: 18,981-23,057 (+)

28

IMGVR_UViG_3300029470_000048|3300029470|Ga0244172_100561: 19,290-30,402 (+)

30 31 32 33 34 35

uvig_234560: 19,657-30,581 (+)

31 32 33 34 35

uvig_91207: 18,832-27,518 (+)

28 29 30 31

SAMEA1906570_a1_ct16671: 19,428-29,849 (+)

32 33 34 35 36 37

uvig_178159: 19,516-30,359 (+)

30 31 32 33 34 35 36

IMGVR_UViG_3300045988_090352|3300045988|Ga0495776_001158: 19,516-30,362 (+)

30 31 32 33 34 35 36

MGV-GENOME-0230866: 19,135-26,943 (+)

29 30 31 32 33 34

MGV-GENOME-0223877: 19,334-26,332 (+)

31 32 33 34

uvig_259444: 19,468-28,394 (+)

29 30 31 32 33 34

uvig_262305: 19,489-28,360 (+)

29 30 31 32 33

uvig_359387: 19,366-29,445 (+)

30 31 32 33 34 35 36 37 38

uvig_115809: 20,172-30,697 (+)

31 32 33 34 35 36

IMGVR_UViG_3300044856_000112|3300044856|Ga0455773_000383: 20,255-31,767 (+)

anti-repressor Ant (CDS_0030) 33 34 35 36 37 38

uvig_574287: 19,491-29,799 (+)

31 32 33 34 35 36 37

MGV-GENOME-0225250: 19,399-29,986 (+)

32 33 34 35 36 37 38

MGV-GENOME-0227071: 19,357-27,034 (+)

31 32 33 34 35 36

MGV-GENOME-0225948: 19,507-26,947 (+)

32 33 34 35 36

uvig_575186: 19,070-29,988 (+)

30 31 32 33 34 35 36 37

uvig_148967: 19,357-30,347 (+)

31 32 33 34 35 36 37 38 39

MGV-GENOME-0218660: 19,693-28,900 (+)

31 32 33 34 35

uvig_174531: 18,996-27,789 (+)

29 30 31 32 33

MGV-GENOME-0212558: 18,996-24,257 (+)

29 30 31 32

MGV-GENOME-0212948: 18,996-25,324 (+)

29 30 31 32 33

uvig_414468: 20,071-30,661 (+)

33 34 35 36 37 38 39

IMGVR_UViG_3300045988_036143|3300045988|Ga0495776_160199: 20,071-27,557 (+)

33 34 35 36 37 38

MGV-GENOME-0215747: 19,503-24,986 (+)

31 32 33 34

IMGVR_UViG_3300045988_047257|3300045988|Ga0495776_004387: 19,565-29,936 (+)

32 33 34 35 36 37 38 39

Shkoporov_2018_SRR6128026_NODE_23_length_35472_cov_309.543778: 21,026-33,021 (+)

33 34 35 36 37 38 39 40 41

IMGVR_UViG_3300045988_075602|3300045988|Ga0495776_175191: 19,069-25,207 (+)

28 29 30 31 32 33

IMGVR_UViG_3300045988_047231|3300045988|Ga0495776_001505: 20,071-31,089 (+)

33 34 35 36 37 38 39 43

SAMEA2737842_a1_ct113266_vs1: 17,881-26,601 (+)

31 32 33 34 35 36

uvig_223267: 19,449-27,869 (+)

31 32 33 34 35

SAMEA2737680_a1_ct192082_vs1: 19,716-28,833 (+)

31 32 33 34 35 36

uvig_476307: 20,125-31,293 (+)

33 34 35 36 37 38 39

OTU_3592: 19,653-30,521 (+)

30 31 32 33 34 35 36 37

MGV-GENOME-0229701: 20,140-30,808 (+)

32 33 34 35 36 37 38

uvig_241773: 19,693-30,516 (+)

31 32 33 34 35 36

IMGVR_UViG_3300045988_132138|3300045988|Ga0495776_160113: 19,693-27,052 (+)

31 32 33 34 35

MGV-GENOME-0229505: 19,507-26,623 (+)

31 32 33 34

uvig_32561: 19,194-29,895 (+)

30 31 32 33 34 35

MGV-GENOME-0224698: 19,194-26,765 (+)

30 31 32 33 34

IMGVR_UViG_3300029711_000021|3300029711|Ga0245193_101068: 19,507-30,716 (+)

31 32 33 34 35 36 37

OTU_3547: 19,495-30,907 (+)

31 32 33 34 35 36 37 38 39

SRS015912_a1_ct7873_vs1: 19,860-30,888 (+)

31 32 33 34 35 36 37

uvig_322780: 19,738-31,010 (+)

32 33 34 35 36 37 38 41

SAMN00715257_a1_ct16685_vs1: 19,738-30,583 (+)

32 33 34 35 36 37 38

IMGVR_UViG_3300045988_061459|3300045988|Ga0495776_159941: 19,738-27,827 (+)

32 33 34 35 36 37

uvig_84787: 19,343-28,455 (+)

31 32 33 34 35

MGV-GENOME-0216347: 19,343-25,476 (+)

31 32 33 34

uvig_186524: 19,493-29,106 (+)

29 30 31 32 33 34 35

MGV-GENOME-0220022: 19,493-25,470 (+)

29 30 31 32 33

IMGVR_UViG_3300029616_000099|3300029616|Ga0245133_101137: 19,525-30,188 (+)

30 31 32 33 34 35 36

MGV-GENOME-0221091: 19,411-26,089 (+)

29 30 31 32

MGV-GENOME-0231939: 19,843-31,252 (+)

31 32 33 34 35 36 37 38 39 40

MGV-GENOME-0230597: 19,573-30,982 (+)

31 32 33 34 35 36 37 38 39

uvig_40491: 19,296-30,079 (+)

30 31 32 33 34 35 36 37

MGV-GENOME-0230773: 19,690-31,015 (+)

32 33 34 35 36 37 38 39

uvig_103563: 19,360-29,262 (+)

31 32 33 34 35 36 37

MGV-GENOME-0216135: 19,635-24,877 (+)

32 33

IMGVR_UViG_3300045988_073182|3300045988|Ga0495776_152602: 19,650-27,101 (+)

32 33 34 35 36 37 38

MGV-GENOME-0226689: 20,017-27,101 (+)

33 34 35 36 37 38

MGV-GENOME-0217438: 19,397-25,451 (+)

32 33 34 35

MGV-GENOME-0216650: 19,397-25,477 (+)

32 33 34

uvig_231969: 20,017-30,237 (+)

33 34 35 36 37 38 39 40

5000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function


