
SAMN00998645_a1_ct5707_vs1: 18,642-31,463 (+)

19 20 21 22
endolysin (CDS_0023)

24 25

excisionase (CDS_0026)
Lsp (VF0351) (CDS_0027)

28 29 30 31 32 33
retron_type_VI_hth_cluster2_1 (CDS_0034)

35 36 37 38 39 40

SRS078223_a1_ct28772_vs1: 18,640-31,813 (+)

24
excisionase (CDS_0025)

Lsp (VF0351) (CDS_0026)

27 28 29 30 31 32 33 retron_type_VI_hth_cluster2_1 (CDS_0034)

IMGVR_UViG_3300008680_000003|3300008680|Ga0111555_1000309: 18,634-28,840 (+)

23 24
excisionase (CDS_0025)

26 27 28 29
retron_type_VI_hth_cluster2_1 (CDS_0030)

32 35

OTU_2384: 18,652-27,724 (+)

23 24 25 26 27 retron_type_VI_hth_cluster2_1 (CDS_0028)

IMGVR_UViG_3300045988_042814|3300045988|Ga0495776_110913: 18,637-27,716 (+)

24 25 26 27 28 retron_type_VI_hth_cluster2_1 (CDS_0029)

uvig_576212: 17,372-28,808 (+)

18 endolysin (CDS_0023) 24 25
excisionase (CDS_0026)

27 28 29 30 31 retron_type_VI_hth_cluster2_1 (CDS_0032)

OTU_2035: 18,650-29,372 (+)

24 25
excisionase (CDS_0026)

27 28 29 30 31 32

uvig_279849: 18,638-29,413 (+)

24 25
excisionase (CDS_0026)

27 28 29 30 31 32 33

SRS019176_a1_ct25707_vs1: 18,633-27,833 (+)

24 25 26 27 28 29

IMGVR_UViG_3300011976_000139|3300011976|Ga0119798_1000017|24324-63265: 13,067-28,432 (+)

minor tail protein (CDS_0015)
central tail fiber J (CDS_0016) 17 18 22 23

excisionase (CDS_0024)
25 26 27 28 29 30 31

MGV-GENOME-0270328: 13,033-24,743 (+)

minor tail protein 17 21
excisionase (CDS_0022)

retron_type_VI_hth_cluster2_1 (CDS_0023)

6000 nt

integration and excision lysis tail unknown function defence (PADLOC) virulence (VFDB)


