
IMGVR_UViG_3300029712_000310|3300029712|Ga0245206_100198|61673-105156: 14,058-39,493 (+)

25 26 27 28 29 30 31 32 33 34 35
tail length tape measure protein (CDS_0036)

3738 39

MGV-GENOME-0278559: 14,062-37,958 (+)

30 31

SAMN06164759_a1_ct2960_vs1: 14,063-32,006 (+)

29

MGV-GENOME-0320392: 14,062-43,478 (+)

30 31 32 33

uvig_325238: 17,005-37,975 (+)

30 33 39 40

MGV-GENOME-0277883: 13,795-37,803 (+)

28 30 31 32 33

IMGVR_UViG_3300045988_152965|3300045988|Ga0495776_110229: 13,795-37,526 (+)

30 31 32

MGV-GENOME-0277060: 13,795-37,635 (+)

30 31 32 33

MGV-GENOME-4409747: 13,795-30,632 (+)

30 31 32

SAMEA1906427_a1_ct50396_vs1: 13,783-38,293 (+)

30 3132 33

MGV-GENOME-0237180: 13,795-30,741 (+)

30 31 32 37

Shkoporov_2018_SRR6128050_NODE_41_length_42144_cov_54.166029: 14,009-38,136 (+)

31 33 34

MGV-GENOME-0236077: 13,006-26,254 (+)

23 28 31 tail length tape measure protein (CDS_0032)

MGV-GENOME-0276135: 12,995-26,227 (+)

28

uvig_29391: 13,851-31,629 (+)

28 30 31 32

IMGVR_UViG_3300010163_000058|3300010163|Ga0136175_10002810: 13,863-42,172 (+)

28 29
ZorB2_00001 MotB (CDS_0030)

Zorya__ZorA (CDS_0031) 32 38

uvig_159435: 13,092-43,026 (+)

21
transcriptional repressor (CDS_0026)

27 28 29 30 31 32 33 34 35 39 40

MGV-GENOME-0272130: 13,092-36,656 (+)

26 27

10000 nt

integration and excision other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)


