tail length tape measure protein (CDS_0036)
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Shkoporov 2018 SRR6128050 NODE 41 length 42144 cov_54.166029: 14,009-38,136 (+)
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uvig_29391:13,851-31,629 (+)
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IMGVR_UViG_3300010163 000058|3300010163\Ga0136175 10002810: 13,863-42,172 (+)

transcriptional repressor (CDS_0026)

21 27 28 29 30313233 34 35 39 40
[ R — 1] L & 1 ' | Y N S
uvig_159435: 13,092-43,026 (+)
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MGV-GENOME-0272130: 13,092-36,656 (+)
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