DNA methyltransferase (CDS_0047) DNA methyltransferase (CDS_0052)
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IMGVR_UViG_3300007316_000018|3300007316|Ga0104922_100321: 32,643-39,026 (+)
43 44 45 46 47
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SRS142791_al_ct5150_vs1:32,661-37,170 (+)

41 45 46 47 thioredoxin domain (CDS_0048)
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IMGVR _UViG_3300008472_000015|3300008472|Ga0115373_1000293: 32,301-37,244 (+)
thioredoxin domain (CDS_0046)
43 44 45 DNA methyltransferase (CDS_0047)
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MGV-GENOME-0252292:32,711-37,035 (+)

42 43 thioredoxin domain (CDS_0044)
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MGV-GENOME-0251238:32,394-35,775 (+)

42 43 44 45
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IMGVR_UViG_7000000622_000034|7000000622|SRS077736_LANL scaffold_25260: 31,295-35,704 (+)

thioredoxin domain (CDS_0048) HEase_00016 homing (CDS_0052)
46 47 terminase small subunit (CDS_0051) 53 1 portal protein (CDS_0002)
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IMGVR_UViG_3300045988 025438|3300045988\GaO495776 015719:32,189-36,976 (+); 1-2,773 (+)

RusA-like Holliday junction resolvase 46 47 minor head protein (CDS_0003)

uvig 455259:32,893-36, 953( ); 1-4,725 (+)

[ 3000 nt i

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC)
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