
IMGVR_UViG_3300006250_000217|3300006250|Ga0099391_100071|48843-88011: 15,318-29,130 (+)

tail protein (CDS_0018)
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integrase (CDS_0026)
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31
mads_3 (CDS_0032)

Sak4-like ssDNA annealing protein (CDS_0033)

IMGVR_UViG_3300007314_000226|3300007314|Ga0104968_100046|47260-86925: 15,321-28,562 (+)

22
Copper exporter (VF0849) (CDS_0024)

25 27

IMGVR_UViG_3300007208_000214|3300007208|Ga0103291_100189|12371-51264: 15,233-29,024 (+)

Copper exporter (VF0849) (CDS_0024)
25 27 28

IMGVR_UViG_3300007976_000182|3300007976|Ga0114368_100077|32392-71360: 15,310-28,353 (+)

Copper exporter (VF0849) (CDS_0024)
25 31 32

SRS104830_a1_ct36613_vs1: 15,321-34,790 (+)

Copper exporter (VF0849) (CDS_0024)
25 26 27

retron_type_V_csd_cluster85_1 (CDS_0028)

29 30 31 32 33 34
COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (CDS_0035)

36

IMGVR_UViG_3300008504_000069|3300008504|Ga0114860_100208: 15,317-28,667 (+)

24

MazEF__MazF (CDS_0025)
tRNA-Lys(CTT)

26 27 28 35

IMGVR_UViG_7000000622_000034|7000000622|SRS077736_LANL_scaffold_25260: 15,317-26,472 (+)

ATPase (CDS_0024) 25

IMGVR_UViG_3300045988_025438|3300045988|Ga0495776_015719: 13,255-25,696 (+)

19 22 26 31

IMGVR_UViG_3300008607_000016|3300008607|Ga0111136_100063: 17,299-27,032 (+)

24 25 26 28 29 30 retron_type_VI_hth_cluster2_1 (CDS_0031)

IMGVR_UViG_3300008607_000181|3300008607|Ga0111136_100063|11-36127: 17,299-27,884 (+)

24 25 26
retron_type_VI_hth_cluster2_1 (CDS_0027)

28
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