
uvig_455259: 20,096-31,924 (+)

endolysin (CDS_0024)
integrase (CDS_0025) 26

transcriptional repressor (CDS_0027)
28 29 30 31 32

mads_3 (CDS_0033)
Sak4-like ssDNA annealing protein (CDS_0034)

35 DNA helicase (CDS_0036) DNA primase (CDS_0037)

MGV-GENOME-0252292: 20,089-31,746 (+)

30

SRS148877_a1_ct13062: 20,051-31,720 (+)

30

MGV-GENOME-0251238: 18,159-31,426 (+)

21 22 29

SRS142791_a1_ct5150_vs1: 17,602-31,697 (+)

20 22 28 29 30

IMGVR_UViG_3300008472_000015|3300008472|Ga0115373_1000293: 17,575-31,339 (+)

26 27 29 31 32

IMGVR_UViG_3300011891_000004|3300011891|Ga0119803_100035: 17,599-29,266 (+)

28

IMGVR_UViG_3300045988_025438|3300045988|Ga0495776_015719: 17,912-28,957 (+)

26 31 33

IMGVR_UViG_3300008607_000016|3300008607|Ga0111136_100063: 17,932-30,261 (+)

24 25 28 29 30
retron_type_VI_hth_cluster2_1 (CDS_0031)

32

5000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function defence (PADLOC)


