
IMGVR_UViG_3300008060_000109|3300008060|Ga0114177_100153|1-60509: 21,090-31,451 (+)
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IMGVR_UViG_7000000246_000228|7000000246|SRS078176_LANL_scaffold_3016|6160-65864: 21,090-30,647 (+)
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15

IMGVR_UViG_3300045988_131182|3300045988|Ga0495776_187090: 21,090-31,858 (+)

12 13 14 15 16
17

18

IMGVR_UViG_3300045988_119642|3300045988|Ga0495776_161313: 21,090-32,032 (+)

12 13 14 15
16

17

IMGVR_UViG_3300008101_000014|3300008101|Ga0114024_100392: 21,090-39,625 (+)

12

Zn++ metalloprotease (VF0846) (CDS_0013)

14
NAD synthetase (CDS_0015)

16 17 18 19 20
21

22

IMGVR_UViG_3300045988_120145|3300045988|Ga0495776_074053: 22,008-29,406 (+)

12 13 14

uvig_312242: 22,388-42,072 (+)

12

Zn++ metalloprotease (VF0846) (CDS_0013)

14
NAD synthetase (CDS_0015)

16 17 18 19 20 21
cysH_IV-B_1 (CDS_0022)

23 27 MTase_II_00058 Type (CDS_0029)

MGV-GENOME-0343757: 22,510-33,731 (+)

12 13 14 15 16
17

18 24

IMGVR_UViG_3300045988_122794|3300045988|Ga0495776_174756: 23,820-33,666 (+)

12 13 14 15 16 20 HEase_00016 homing (CDS_0021)

MGV-GENOME-0371401: 23,820-33,666 (+)

12 13 14 15 16 20

IMGVR_UViG_3300045988_116479|3300045988|Ga0495776_150160: 20,407-31,963 (+)

12 13 14 15 16 17 anti-CRISPR-Cas (AcrIIA7) (CDS_0021)

MGV-GENOME-0344178: 20,407-31,963 (+)

12 13 14 15 16 17 anti-CRISPR-Cas (AcrIIA7) (CDS_0021)

SAMN09781741_a1_ct8940: 22,422-30,404 (+)

12 13 14 15 16

IMGVR_UViG_3300045988_138692|3300045988|Ga0495776_150278: 23,248-31,931 (+)

12 13 14 18

uvig_591558: 21,177-29,536 (+)

13
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16 17 18 19 20 21

MGV-GENOME-0342415: 6,000-35,165 (+)

DarB-like antirestriction (CDS_0005) 6 10
11

12 13 14 15
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17

IMGVR_UViG_3300045988_144014|3300045988|Ga0495776_102444: 6,000-35,542 (+)
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10000 nt

moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)


