
IMGVR_UViG_3300045988_025269|3300045988|Ga0495776_011666: 88,077-94,932 (+)

75 76 77 78 79 80 81 82 83 84 85

IMGVR_UViG_3300045988_054061|3300045988|Ga0495776_011857: 86,971-93,532 (+)

77 79

MGV-GENOME-0362961: 82,322-90,815 (+)

tRNA-Leu(TAA) 76 79 80

IMGVR_UViG_7000000380_000075|7000000380|SRS015663_WUGC_scaffold_33945: 82,944-90,903 (+)

75 76

MGV-GENOME-0366505: 87,885-94,849 (+)

80 85

MGV-GENOME-0367335: 90,035-97,150 (+)

82

MGV-GENOME-0367647: 89,281-96,372 (+)

77 82 84 85

uvig_160069: 83,033-90,163 (+)

74 79 80 81 82 83

IMGVR_UViG_3300045988_037834|3300045988|Ga0495776_002890: 83,809-90,277 (+)

79 80 82

uvig_305766: 86,288-93,464 (+)

75 76 78

IMGVR_UViG_3300045988_036102|3300045988|Ga0495776_112065: 89,327-97,881 (+)

84 85 89

MGV-GENOME-0367172: 88,460-96,385 (+)

83

IMGVR_UViG_3300045988_048574|3300045988|Ga0495776_169774: 85,767-94,372 (+)

78 83

MGV-GENOME-0365174: 85,249-93,671 (+)

76 78

IMGVR_UViG_3300045988_033991|3300045988|Ga0495776_084536: 85,249-93,668 (+)

76 78

uvig_590363: 88,132-96,632 (+)

80 81 82

uvig_255696: 89,025-97,583 (+)

82

IMGVR_UViG_3300045988_039410|3300045988|Ga0495776_005226: 89,066-96,422 (+)

82
endonuclease (CDS_0083)

84

MGV-GENOME-0357169: 73,470-81,558 (+)

68 70 71 72

uvig_278536: 86,959-94,170 (+)

80

IMGVR_UViG_3300045988_042646|3300045988|Ga0495776_188997: 82,973-89,436 (+)

78

IMGVR_UViG_3300029581_000004|3300029581|Ga0244848_1000086: 87,664-94,492 (+)

78

IMGVR_UViG_3300045988_036032|3300045988|Ga0495776_005204: 88,060-95,364 (+)

78 79

uvig_334430: 86,707-94,184 (+)

79

IMGVR_UViG_3300045988_054016|3300045988|Ga0495776_011470: 86,741-94,218 (+)

81

IMGVR_UViG_3300045988_046973|3300045988|Ga0495776_114875: 82,534-90,147 (+)

76 77

IMGVR_UViG_3300045988_034012|3300045988|Ga0495776_005241: 87,648-95,063 (+)

76 77

uvig_8079: 87,947-95,167 (+)

80

MGV-GENOME-0365608: 84,669-92,213 (+)

75

IMGVR_UViG_3300045988_046605|3300045988|Ga0495776_092620: 88,508-95,810 (+)

81

MGV-GENOME-0366654: 87,525-94,244 (+)

78

MGV-GENOME-0366927: 87,088-94,613 (+)

75

IMGVR_UViG_3300045988_034424|3300045988|Ga0495776_005297: 88,026-95,211 (+)

80

IMGVR_UViG_3300045988_046955|3300045988|Ga0495776_092504: 87,826-95,671 (+)

78

IMGVR_UViG_3300045988_035914|3300045988|Ga0495776_011726: 87,424-95,109 (+)

76

IMGVR_UViG_3300045988_037772|3300045988|Ga0495776_012093: 87,651-94,437 (+)

80

MGV-GENOME-0368068: 88,061-96,571 (+)

76 77 78 79

uvig_237715: 88,061-96,571 (+)

76 77 78 79

IMGVR_UViG_3300045988_047095|3300045988|Ga0495776_005213: 88,719-95,735 (+)

80

uvig_149726: 89,219-96,534 (+)

80

IMGVR_UViG_3300045988_052835|3300045988|Ga0495776_004978: 90,241-98,363 (+)

84

IMGVR_UViG_3300045988_048578|3300045988|Ga0495776_092495: 88,538-94,986 (+)

80

MGV-GENOME-0367514: 89,964-96,816 (+)

79 81

uvig_574515: 87,879-95,400 (+)

77 78

uvig_192372: 87,181-95,040 (+)

77

MGV-GENOME-0357102: 70,808-78,727 (+)

63

SRR5494999_NODE_1_length_102097_cov_190.783756: 88,337-95,857 (+)

79

OTU_171: 84,105-92,060 (+)

74 75 76

MGV-GENOME-0358287: 73,609-81,278 (+)

69 70

uvig_332121: 88,679-95,322 (+)

80

uvig_200282: 85,818-92,567 (+)

79

MGV-GENOME-0368203: 89,123-96,394 (+)

83 84

MGV-GENOME-0365251: 85,818-92,929 (+)

79 80

MGV-GENOME-0367261: 88,471-96,225 (+)

81 82

MGV-GENOME-4434551: 88,381-96,794 (+)

78 79 80

MGV-GENOME-0348998: 63,608-71,020 (+)

58

MGV-GENOME-0366226: 86,903-94,543 (+)

77

MGV-GENOME-0366763: 85,352-93,585 (+)

78 81

MGV-GENOME-0367585: 87,964-96,519 (+)

78 81 86 87

NC_055898.1: 88,322-95,245 (+)

78 79

IMGVR_UViG_3300045988_056939|3300045988|Ga0495776_130095: 88,204-99,553 (+)

79 80 81 82 83 84 85 86

IMGVR_UViG_3300045988_046592|3300045988|Ga0495776_095983: 86,678-92,287 (+)

76

MGV-GENOME-0362008: 86,678-92,287 (+)

76

IMGVR_UViG_3300045988_045615|3300045988|Ga0495776_092512: 86,059-95,061 (+)

73 74 79 80 81

SAMEA2579977_a1_ct4981: 88,850-97,048 (+)

79 81

4000 nt
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