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MGV-GENOME-0357102:80,483-84,194 (+)

87 terminase large subunit (CDS_0088)

MGV-GENOME-0358287:83,043-87,808 (+)
tRNA-Sup(CTA)
99 terminase large subunit (CDS_0100)
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IMGVR_UViG_3300045988, O26874|3300045988IGaO495776 112119:98,030-102,742 (+)
99 100

MGV-GENOME-0368647:100,185-104,073 (+)
93 94
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OTU_171:93,828-97,204 (+)

HNH endonuclease (CDS_0096)
97 98
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uvig 237715:98,326-102,667 (+)
HNH endonuclease (CDS_0074) 75
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MGV-GENOME-0355812:80,754-85,095 (+)
94 95
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uvig_574515:97,168-100,393 (+)
95 96
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MGV-GENOME-0362961:92,009-95,646 (+)
94 terminase large subunit (CDS_0095)
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IMGVR_UViG_3300045988_042646|3300045988|Ga0495776_188997:91,204-95,422 (+)
99 100
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IMGVR_UViG_3300045988 O48574|3SOOO45988IGa0495776 169774:95,566-98,962 (+)
93 HNH endonuclease (CDS_0097) 98

IMGVR _UViG_3300045988 048578|3300045988|Ga0495776_092495:96,754-101,128 (+)
85 8687 90 terminase large subunit (CDS_0094) 1 portal protein (CDS_0002)

IMGVR_UViG_3300045988_054061|3300045988|Ga0495776_011857:93,898-98,947 (+); 1-4,164 (+)

HNH endonuclease (CDS_0096)
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uvig_278536:95,938-99,366 (+); 1-4,981 (+)
HNH endonuclease (CDS_0093)
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IMGVR_UViG_3300045988_048639|3300045988|Ga0495776_000185: 94,503-97,947 (+); 1-6,532 (+)
96 97

IMGVR_UViG_3300045988 039453|3300045988IGaO495776 017614:97,431-100,659 (+); 1-4,981 (+)
HNH endonuclease (CDS_0099)
100 HEase_00016 homing (CDS_0002)

IMGVR_UVIG 3300045988 047053|3300045988IGa0495776 004873:98,594-102,156 (+); 1-5,325 (+)
92 93 4

IMGVR_UViG_3300045988_045118|3300045988|Ga0495776_005255: 97,624-101,199 (+); 1-6,950 (+)
93 97 98

IMGVR_UViG_3300045988_040943|3300045988|Ga0495776_005276:97,986-101,276 (+); 1-4,981 (+)

terminase large subunit (CDS_0099)  terminase large subunit (CDS_0002)
98 terminase large subunit (CDS_0001) 6 7 endonuclease (CDS_0008)
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uvig_175678:98,480-101,708 (+); 1- 7360( )
98 99

IMGVR_UViG_3300045988_036064|3300045988|Ga0495776_005361:98,480-101,708 (+); 1-7,305 (+)

HNH endonuclease (CDS_0094)
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MGV-GENOME- 0367656 97,687-101 802( ); 1-8,237 (+)
HNH endonuclease (CDS_0093) 94

IMGVR_UViG 3300045988 044276|3300045988IGaO495776 005262: 96,886-101,227 (+); 1-8,002 (+)
HNH endonuclease (CDS_0094)
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uvig_307939:96,587-100,928 (+); 1-8 241( )
92 93

MGV-GENOME-0366682:96,654-100,259 (+); 1-7,990 (+)
95 96
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uvig 355005:98,715-102,615 (+); 1-8,296 (+)
96 97 98
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IMGVR_UViG_3300045988 O47095|3300045988IGa0495776 005213:97,503-101,086 (+); 1-8,237 (+)
92 93 5

MGV-GENOME-0367098: 97,639-100,865 (+); 1-7,461 (+)
HNH endonuclease (CDS_0094)

H
|
i
E

IMGVR _UViG_3300029581_000004|3300029581|Ga0244848_1000086: 96,260-100,373 (+); 1-7,990 (+)
HNH endonuclease (CDS_0094)
95 96 terminase large subunit (CDS_0097)
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NC_067212.1:96,201-100, 255( Wi 7708( )
96 HEase_00016 homing (CDS_0002) )
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uvig_149726: 98 723-101,585 (+) 1 9,301 (+)
HEase_00016 homing (CDS_0002) HNH endonuclease (CDS_0004)
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uvig_545922:97,781-100,619 (+); 1 9,131 (+)
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MGV-GENOME-0366994: 96 9327100,689( ); 1-7,916 (+)
94 95

IMGVR_UViG_3300045988_028506|3300045988|Ga0495776_011628:97,077-100,416 (+); 1-8,117 (+)
HNH endonuclease (CDS_0091)
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MGV-GENOME-0366117:95,805-99,490 (+); 1-7,858 (+)
99 100
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92 terminase large subunit (CDS_0093)
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(+); 1-7,543 (+)
96 terminase large subunit (CDS_0097)
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MGV-GENOME-0367286:96,369-101,134 (+); 1-7,630 (+)
95 terminase large subunit (CDS_0096)

uwg7304554‘95,2437100,016( ); 1—7,301( )
HEase_00016 homing (CDS_0002)
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IMGVR_UViG_3300045988_049972|3300045988|Ga0495776_017613:97,350-100,439 (+); 1-7,442 (+)
97 98

IMGVR_UViG_3300045988_054016|3300045988|Ga0495776_011470:95,986-99,887 (+); 1-5,153 (+)
95 96 5 6
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uvig_334430: 95,952-99,853 (+); 1-7,635 (+)
97
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MGV-GENOME- 0365469 95,094-98 637( ); 1-4,442 (+)
HNH endonuclease (CDS_0093)

94 95 endonuclease (CDS_0005)
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IMGVR_UViG_3300045988_034012|3300045988|Ga0495776_005241:96,819-101,158 (+); 1-6,554 (+)
5000 nt !
DNA, RNA and nucleotide metabolism head and packaging lysis other unknown function defence (PADLOC) tRNA pseudogene
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