
MGV-GENOME-4424900: 28,162-36,375 (+)

44 45 46 47 48 49 50
tRNA-Gln(TTG)

single strand DNA binding protein (CDS_0051)

52 DNA polymerase (CDS_0053)

MGV-GENOME-0306400: 26,621-34,872 (+)

44 45 47

SRS054905_a1_ct23919_vs1: 26,178-36,000 (+)

41 42 43
HNH endonuclease (CDS_0048)

49

MGV-GENOME-0326636: 27,710-35,415 (+)

47 50

IMGVR_UViG_3300045988_073910|3300045988|Ga0495776_130325: 26,821-34,327 (+)

46

uvig_597748: 25,030-34,492 (+)

39 43 45 47

MGV-GENOME-0307972: 25,332-35,045 (+)

49 51

IMGVR_UViG_3300045988_105026|3300045988|Ga0495776_005140: 26,911-34,732 (+)

47 49

MGV-GENOME-0322761: 26,575-38,419 (+)

48 49 52

queuine tRNA-ribosyltransferase (CDS_0053)

GTP cyclohydrolase (CDS_0054)
Dpd__QueC (CDS_0055)

Dpd__QueD (CDS_0056)
Dpd__QueE (CDS_0057)

IMGVR_UViG_3300045988_072305|3300045988|Ga0495776_130438: 26,575-38,419 (+)

48 49 GTP cyclohydrolase (CDS_0054)

MGV-GENOME-0324852: 27,165-39,254 (+)

52
queuine tRNA-ribosyltransferase (CDS_0055)

56 dCMP deaminase (CDS_0057)

SAMN00792008_a1_ct21481: 26,057-37,315 (+)

43 46 queuine tRNA-ribosyltransferase (CDS_0050) 51 52

IMGVR_UViG_3300043821_000011|3300043821|Ga0455827_0228: 24,923-38,109 (+)

replication initiation protein (CDS_0040)
HEase_00016 homing (CDS_0046)

47 48

MGV-GENOME-0327326: 26,003-37,801 (+)

39 46 47 48

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


