
MGV-GENOME-0315264: 28,098-40,976 (+)

44 45 46 47
tRNA-Gln(TTG)

single strand DNA binding protein (CDS_0048)

49 DNA polymerase (CDS_0050) 51 52

beta-glucosyl-HMC-alpha-glucosyltransferase (CDS_0053)
DNA polymerase processivity factor (CDS_0054)

55
CRISPR/Cas system associated (CDS_0056)

57 58 59 60 DNA repair protein (CDS_0061)

uvig_137676: 26,399-35,107 (+)

39
40 41 44 45 47

SAMEA2580287_a1_ct15733: 26,229-40,324 (+)

43 44 45 47 49 50 51 52 54
HEase_00016 homing (CDS_0056)

58

MGV-GENOME-0320349: 26,721-40,344 (+)

47 48 49 50 54 56

MGV-GENOME-0324852: 28,162-42,319 (+)

48 49 50 52
queuine tRNA-ribosyltransferase (CDS_0055)

56

dCMP deaminase (CDS_0057)

Dpd__QueC (CDS_0058)

Dpd__QueD (CDS_0059)
Dpd__QueE (CDS_0060)

Dpd__FolE (CDS_0061) 63 64

IMGVR_UViG_3300045988_105026|3300045988|Ga0495776_005140: 27,908-42,094 (+)

49 52
queuine tRNA-ribosyltransferase (CDS_0053)

54

dCMP deaminase (CDS_0055)

Dpd__QueC (CDS_0056)
Dpd__QueD (CDS_0057)

IMGVR_UViG_3300045988_074519|3300045988|Ga0495776_057596: 28,837-39,355 (+)

50 52

SAMN00792008_a1_ct21481: 27,054-40,190 (+)

43 46 48 queuine tRNA-ribosyltransferase (CDS_0050) 51 52 Dpd__QueD (CDS_0053)

SAMN09781692_a1_ct5449: 27,646-40,405 (+)

queuine tRNA-ribosyltransferase (CDS_0047) 48 49 Dpd__QueD (CDS_0050) 54

uvig_597748: 27,801-41,043 (+)

47 queuine tRNA-ribosyltransferase (CDS_0050) 51 52 Dpd__QueD (CDS_0053) 57

MGV-GENOME-0326636: 28,707-42,652 (+)

47 52 54
queuine tRNA-ribosyltransferase (CDS_0055)

GTP cyclohydrolase (CDS_0056)

Dpd__QueC (CDS_0057)
Dpd__QueD (CDS_0058)

62 64

IMGVR_UViG_3300045988_073910|3300045988|Ga0495776_130325: 27,812-41,564 (+)

46 50
queuine tRNA-ribosyltransferase (CDS_0051)

GTP cyclohydrolase (CDS_0052)

Dpd__QueC (CDS_0053)
Dpd__QueD (CDS_0054)

58

MGV-GENOME-0322761: 27,572-41,283 (+)

48 49 52
queuine tRNA-ribosyltransferase (CDS_0053)

GTP cyclohydrolase (CDS_0054)

Dpd__QueC (CDS_0055)
Dpd__QueD (CDS_0056)

IMGVR_UViG_3300045988_072305|3300045988|Ga0495776_130438: 27,572-41,283 (+)

52
queuine tRNA-ribosyltransferase (CDS_0053)

GTP cyclohydrolase (CDS_0054)

Dpd__QueC (CDS_0055)
Dpd__QueD (CDS_0056)

uvig_71825: 29,159-43,695 (+)

50 54 55
queuine tRNA-ribosyltransferase (CDS_0056)

GTP cyclohydrolase (CDS_0057)

Dpd__QueC (CDS_0058)
Dpd__QueD (CDS_0059)

63 64 65 66 67

uvig_85013: 27,618-42,202 (+)

queuine tRNA-ribosyltransferase (CDS_0049)
50

PDC-M57A_WP_025041313.1 (CDS_0051)

Dpd__QueC (CDS_0052)
Dpd__QueD (CDS_0053)

IMGVR_UViG_3300043821_000011|3300043821|Ga0455827_0228: 29,150-42,409 (+)

HEase_00016 homing (CDS_0046)
47 48 queuine tRNA-ribosyltransferase (CDS_0052) 53 54 Dpd__QueD (CDS_0055) 59 63

SRS054905_a1_ct23919_vs1: 28,389-42,393 (+)

queuine tRNA-ribosyltransferase (CDS_0053)
54 55 56 Dpd__QueD (CDS_0057)

5000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene


