CRISPR/Cas system associated (CDS_0065) DNA repair protein (CDS_0081) Holliday junction resolvase
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IMGVR_UViG_3300045988 073910|3300045988\GaO495776 130325:38,272-48,960 (+)

Holliday junction resolvase (CDS_0065) 72
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IMGVR_UVIG_3300045988_105026|3300045988|Ga0495776_005140: 39,616-48 437 (+)
Dpd__QueE (CDS_0056) 59 646566 67 68 69 7071 7273 74 75 clamp loader of DNA polymerase (CDS_0081)

IMGVR_UViG_3300043821_000011|3300043821|Ga0455827_0228: 37,465-49,067 (+)

superinfection exclusion (CDS_0077)
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MGV-GENOME-0327326:41,944-52,618 (+)
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IMGVR_UViG_3300045988_074519|3300045988|Ga0495776_057596:37,037-47,981 (+)
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uvig_597748:38,511-47,529 (+)
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SAMNO9781692_al_ct5449:39,608-48,598 (+)
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IMGVR_UViG_3300045988_061949|3300045988|Ga0495776_005409: 37,407-47,209 (+)
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SAMNO00792008_al_ct21481: 37,318-47,193 (+)
RNA-binding protein (CDS_0072)
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MGV-GENOME-0324852: 39,842-49,539 (+)
Holliday junction resolvase (CDS_0079)
clamp loader of DNA polymerase (CDS_0082)
homing endonuclease (CDS_0065) 68 69 70 71 72 7374 75 78 81 83
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SRS054905_al ct23919 vs1:39,962-51,783 (+)
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