
MGV-GENOME-0324852: 38,610-43,853 (+)

Dpd__QueE (CDS_0060)
Dpd__FolE (CDS_0061)

62 63 64
CRISPR/Cas system associated (CDS_0065)

66 67 68 69

IMGVR_UViG_3300045988_105026|3300045988|Ga0495776_005140: 38,384-43,652 (+)

64
Holliday junction resolvase (CDS_0065)

66

MGV-GENOME-0326636: 38,714-43,940 (+)

62 63 64 66 67

IMGVR_UViG_3300045988_073910|3300045988|Ga0495776_130325: 37,625-42,577 (+)

58 59 60

SAMN09781692_a1_ct5449: 36,555-42,154 (+)

54 57 58
Holliday junction resolvase (CDS_0059)

60

SRS054905_a1_ct23919_vs1: 38,725-44,730 (+)

61 63
homing endonuclease (CDS_0065)

66

uvig_597748: 32,231-42,574 (+)

DNA polymerase (CDS_0049)
queuine tRNA-ribosyltransferase (CDS_0050)

51 52 Dpd__QueD (CDS_0053) 57 58 60

IMGVR_UViG_3300043821_000011|3300043821|Ga0455827_0228: 32,482-42,409 (+)

queuine tRNA-ribosyltransferase (CDS_0052) 54 59

IMGVR_UViG_3300045988_074519|3300045988|Ga0495776_057596: 33,071-43,878 (+)

52 58 59 60 61 63 64 65 66 67 68 69

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)


