replication initiation protein (CDS_0043)
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MGV-GENOME-0326636: 24,909-31,523 (+)

replication initiation protein (CDS_0040) 44
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IMGVR_UViG_3300043821_000011|3300043821|Ga0455827_0228:23,685-30,151 (+)

replication initiation protein (CDS_0040)
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IMGVR_UViG_3300045988_073910|3300045988|Ga0495776_130325: 23,998-30,378 (+)

replication initiation protein (CDS_0042)
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IMGVR_UViG_3300045988_074519|3300045988|Ga0495776_057596:25,009-31,632 (+)
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MGV-GENOME-0320924: 23,049-29,941 (+)

38 39 40
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IMGVR_UViG_3300045988_061949|3300045988|Ga0495776_005409: 23,049-29,941 (+)

HNH endonuclease (CDS_0048)
tRNA-GIn(TTG)
42 43 49 T single strand DNA binding protein (CDS_0050)

e e I R B s Wy, W W W S—
SRS054905_al ct23919 vs1:24,942-33,419 (+)

replication initiation protein (CDS_0041) 42 46 47 48
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MGV-GENOME-0327326: 25,045-35,226 (+)
38 39 43 46 47 48 49 50 51
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MGV-GENOME-0261092:24,013-31,895 (+)
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