DNA methyltransferase (CDS_0045)

46 47 48 49 50

RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0045)

T B I —
SRS052227_al _ct11996_vs1:29,222-34,007 (+)

RM_Type_ll_Type_ll_MTases_FAM_4 (CDS_0042)

I I E— | E—
IMGVR_UViG_3300008534_000105/3300008534|Ga0111050_100091|2-36390: 28,181-31,540 (+)

DNA methyltransferase (CDS_0044)

DNA methyltransferase (CDS_0045) 48 49
e e S 1
IMGVR _UViG_3300022586_000044|3300022586|Ga0248037_1138:30,825-35,553 (+)
52 55
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DNA methyltransferase (CDS_0046) 49 50

! B W —
SRS147380_al_ct23046_vs01:31,332-36,021 (+)

DNA methyltransferase (CDS_0045)

DNA methyltransferase (CDS_0044) 47 48

MGV-GENOME-0268263:31,154-35,915 (+)
DNA methyltransferase (CDS_0046) 49 50

IMGVR_UViG_3300028519_000052|3300028519|Ga0307828_1089: 31,062-36,249 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0035)
36
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IMGVR_UViG_7000000599_000016|7000000599|SR5019022 WUGC _scaffold_12721:26,340-30,307 (+)
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other unknown function defence (DefenseFinder) anti-defence (dbAPIS)
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