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Station85_DCM_COMBINED _| FINAL NODE_3714 length_13323_cov_13.554567:3,499-11,963 (+)

Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_ll (CDS_0009)
7 13 14

Station209_SUR_ALL _assembly_NODE_9426_length_10731_cov_18.266860: 4,338-10,211 (+)
9 10 11 12 13 14 15

Station175_SUR_ALL _assembly_ NODE_4738_length 20468 _cov_81.239014:4,879-19,108 (+)
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Stat|0n189 DCM_ALL _assembly_ NODE_2455_length_20261_cov_12.249332:4,879-18,901 (+)
10 11 12 13 14 15 16

Station78_MES_COMBINED_FINAL_NODE_2390_length_22252_cov_9.644186:4,879-20,892 (+)
major head protein (CDS_0015)
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Station188_DCM_ALL_assembly_NODE_2079_length_27287_cov_42.132087:4,879-25,927 (+)
10 11

Station175_ZZZ ALL assembly NODE_3428 length_16022 cov_16.596418:4,879-14,662 (+)
10
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Station155_DCM_ALL assembly_ NODE_5983_length_14185_cov_15.462208:4,918-12,864 (+)
10 11
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Station158_SUR_ALL_assembly NODE_6081_length_15637_cov_9.391028:4,879-14,277 (+)
10 12
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Station168 DCM_ALL _assembly NODE 6822 length 14790_cov_49.740889:4,879-13,430 (+)
10

1
Station205_MES_ALL_assembly_NODE_4541 length_13954 cov_9.418663:4,876-12,594 (+)
10 11 12

Station168_IZZ_ALL_assembly_ NODE_6863_length_16417_cov_79.815120:4,879-15,057 (+)
10 11 12 13
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Station168 SUR_ALL assembly NODE _5515_length_15755_cov_36.803057:4,879-14,395 (+)
10 11
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Station155_MES_ALL assembly NODE_7715_length_14369_cov_22.318360:4,879-13,009 (+)
10 11
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Station189_MES_ALL_assembly NODE_6731_length_13967_cov_71.222182:4,918-12,646 (+)
10 11 12 13

Station68_MES_COMBINED_FINAL_NODE_3617_length_16100_cov_23.122156:4,879-14,740 (+)
10 11 12
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Station206_SUR_ALL assembly_ NODE_4190_length_15082_cov_31.764091:4,879-13,722 (+)
10 11 12 113 14 15

Station82_DCM_COMBINED_FINAL_NODE_1675_length_21895_cov_7.106639:4,879-20,535 (+)

10 11 12

Station78_MES_DO_NOT_POOL_NODE_3227_length_15764_cov_6.507225:4,879-14,404 (+)
10 11 12 13
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Station208_SUR_ALL assembly_ NODE_2795_length_16427_cov_3.639323:4,879-15,067 (+)
10 11 12 13

Station173_DCM_ALL _assembly_ NODE_5312_length_19104_cov_19.738254:4,879-18,189 (+)
10 11

Station82_SUR_COMBINED_FINAL_NODE_2870_length_14184_cov_3.434355:4,879-13,269 (+)

10 11
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Station180_7ZZ_ALL assembly NODE_5328 length_14104_cov_10.814008:4,879-13,189 (+)

Station201_DCM_ALL _assembly_NODE_1380_length_31326_cov_26.243708:4,338-29,966 (+)
7 10 o - 13 14

Station39_MES_COMBINED_FINAL_NODE_2732_length_17904_cov_5.567035:4,322-16,988 (+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_Il (CDS_0014)
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Station193_SUR_ALL _assembly NODE_3086_length_15887_cov_13.247284:4,879-15,880 (+)
10000 nt i
DNA, RNA and nucleotide metabolism head and packaging unknown function defence (DefenseFinder)




