head protein (CDS_0019)
tail length tape measure protein (CDS_0016) 22 DNA methyltransferase (CDS_0026) capH (CDS_0032)
15 17 18 20217 23 2425 27 28 29 30 31] 33PD-T7-4_PD-T7-4(CDS_0034)

s S S R s S I —  — ]
IMGVR_UViG_3300029426_000259|3300029426|Ga0242789_100646[10159-47886:8,627-23,223 (+)

22
20217 23 2425 26 27 28

[ e S S B B K ____ ¥ —§' N
IMGVR _UViG_3300029428 000295|3300029428|Ga0242788_100727|3-36878:8,627-22,371 (+)

20
191 21 2223 24

|
uvig_144821:8,194-19,749 (+)
2021 22 23

- T —
SRS051610_al _ct9197_vs1:8,627-19,895 (+)

major tail protein head protein (CDS_0018)
19 20 21

T — D S S e -
IMGVR_UViG_3300014806_000113|3300014806|Ga0134388_1000496:7,793-19,211 (+)
head protein (CDS_0018) 19

L B e v .
uvig_402144:7,793-17,487 (+)
head protein (CDS_0018)

19 20

I . S S .
IMGVR_UViG_3300029438_000339|3300029438|Ga0243733_1000044(152158-184258:8,027-18,251 (+)
20 21 22

- L
uvig_311547:8,627-18,143 (+)
DNA methyltransferase (CDS_0024)
endolysin (CDS_0021)
20 [ 22
197 | 23 25 26 27 28 29 30 31 32 33

N S B I —— I N S S B L ]
IMGVR_UViG_3300029361_000157|3300029361|Ga0243815_1000721:8,194-29,231 (+)
DNA methyltransferase (CDS_0024)
peptidase (CDS_0021)
20 | 22
197 | T23 25

N N BN S E—— I B N VNN .
IMGVR_UViG_3300029358_000279|3300029358|Ga0243818_1000638|9547-44435: 8,194-21,166 (+)
endolysin (CDS_0022)
21" holin (CDS_0025)
20 | 2324] 2627 28

N BN N B S . .
uvig_405095:8,627-21,206 (+)
endolysin (CDS_0022)
holin (CDS_0026)
tail length tape measure protein (CDS_0015) 21 24
tail length tape measure protein (CDS_0016) 207 | 23725 27 28

1 [ N B NN BN N I .
IMGVR_UViG_3300029540_000015|3300029540|Ga0244948_100602: 8,026-20,994 (+)
nucleoside 2—deoxyribosﬂtransferase (CDS_0022)
peptidase (CDS_0021)
20 24
191 | |23]25 26

I N O I B N
IMGVR_UViG_3300029413_000215|3300029413|Ga0243792_1000025|88751-122285:8,427-20,122 (+)
nucleoside 2-deoxyribosyltransferase (CDS_0022)
endolysin (CD5_0021)
holin (CDS_0025)
24 anaerobic ribonucleotide reductase small subunit (CDS_0029)
23| 26 27 28 30 31 32 33 34

20
19]

- J U B D S S B S S L[] DU e e .
uvig 440760_:8,427-30,240 (+)
endolysin (CDS_0021)
20
19] |22

uvig_66996:8,427-18,034 (+)
holin (CDS_0024)
20 23
head protein (CDS_0018)19 | 21 22] | 25 26

N
OTU_3331:8,026-20,754 (+)
peptidase (CDS_0022)
21| 23
head protein (CDS_0018)19 20 | T24 2829

L e ———————————— e e L L
IMGVR_UViG_3300029793 000442|3300029793|Ga0243738_1000424(17083-48427:8,027-18,196 (+)
vanT-G-Cterm-NCBIFAM serine racemase VanT catalytic subunit (NFO33131.1) (CDS_0025)
translation elongation factor (CD§_0024)
endolysin (CDS_0021)
20
197 | 2223 26 27 28293031 32 33 34 35 36 37 38 39 40 41

S S I
IMGVR_UViG_3300029884 000114[3300029884|Ga0245328 100464|92-47234:8,194-33,436 (+)
endolysin (CDS_0021)
20
197 | 22holin (CDS_0023)

N S S L
IMGVR_UViG_3300029884_000237|3300029884]Ga0245328_100464|6594-37437:8,194-17,838 (+)
peptidase (CDS_0023)
holin (CDS_0025) 32
1920 21 22 | 24] 26 27 3133 34

e ——— T T ]
OTU_2795:8,427-23,735 (+)

endolysin (CDS_0022)
holin (CDS_0024)

20
head protein (CDS_0018) 19]21 ‘ 273‘( 25 26

- -

OTU_3469:8,027-21,094 (+)

[ 10000 nt i

DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus) tRNA
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