transcriptional regulator (CDS_0021)
transcriptional regulat& (CDS_0020)
PDC-525_WP_158408084.1 (CD$_0018)
metallo-protease (EDS_0019)
‘ ‘ ‘22 24 26

T23723]

10 11 12 13 14 15 16 17

!
4‘

MGV GENOME.0218810: 7,192.21,179 ()

transcriptional regulator (CDS_0016)
15 | transcriptional regulator (CDS_0017)

] X | | _§8 & |
MGV-GENOME-0197476:7,192-17,353 (+)
transcriptional regulator (CDS_0019)
transcriptional regulator (CDS_0018)
metallo-protease?CTDS‘_OOﬂ)
15 16 \ transcriptional regulator (CDS_0020)

l4

MGV GENOME.0210696: 7.192.19,696 ()

transcriptional regulator (CDS_0019)
transcriptional regulator (CDS_0018)
metallo-protease (EDS'0017)
1516 | | | transcriptional regulator (CDS_0020)

I S—
MGV-GENOME-0203566:7,192-18,674 (

=

transcriptional regulator (CDS_0020)
transcriptional regulator (CDS_0018)
metallo-protease (CDS_0017)
15 16 transcriptional regulator (CDS_0019)

MGV GENOME.0231507- 7,192 19,418 (+

transcriptional regulator (CDS_0021)
transcriptional regulator (CDS_0020)
metallo-proteaseﬁS‘_OOl‘?)
15 16 17 18 | | transcriptional regulator (CDS_0022)

!%

MGV GENOME.0213720: 7,192.20491 (+

transcriptional regulator (CDS_0020)
transcriptional regulatF(CDS_OON)
metallo-protease (EDS'0018)
1516 17 | | | transcriptional regulator (CDS_0021)

W}\/*GENOME—O206759: 7,192-19,251 (

&

transcriptional regulator (CDS_0019)
transcriptional regulator (CDS_0018)
PDC-525_WP_158408084.1 (CDS 0016) transcriptional regulator (CDS_0020)
15  metallo-protease (CDS.0017)

!\H

I S E—
MGV-GENOME-0212077:7,192-19,941 (+)

transcriptional rgyuiator (CDS_0018)
transcriptional regulator (CDS_0017)
15 16 | | transcriptional regulator (CDS_0019)

I S S
MGV-GENOME-0202883:7,192-18,311 (+)

transcriptional regulator (CDS_0016)
15—r transcriptional regulator (CDS_0017)

I S
MGV-GENOME-0196464:7,192-17,173 (+)

transcriptional regulator (CDS_0026)
transcriptional regulator (CDS_0025)
holin (CDS_0020) transcriptional regulator (CDS_0024)
amidase (CDS_0021) tran‘scrip‘tional regulator (CDS_0030)
15 16 17 18 19 | 22 23 [ ] 29 [ 31

%#

%,112398: 7,192-27,158 (+)
transcriptional regulator (CDS_0024)
holin (CDS_0020)
amidase (CDS_0021)
15 16 17 18 19 | 22 23 transcriptional regulator (CDS_0025)

|
| ‘
%

] | I e & [ B | B8 __ B | ___ ;N | ]
IMGVR_UViG_3300045988_077946|3300045988|Ga0495776_178280:7,192-26,261 (+)
transcriptional regulator (CDS_0019)
transcriptional regulio'? (CDS_0018)
metallo-protease (CDS'0017)
15 16 | | transcriptional regulator (CDS_0020)

!#

s ]
MGV-GENOME-0226294:7,192-19,930 (+)

holin (CQS_OOZO) transcriptional regulator (CDS_0023)
amidase (CDS_0021)
15 16 tail protein (CDS_0017)1819 \ 22 transcriptional regulator (CDS_0024)

i#

[} I — I L | B | N _ N | ]
SRS104975_al ct22354:7,192-26,743 (+)
transcriptional regulator (CDS_0027)
19  amidase (CDS_0022) PDC-525_WP_158408084.1 (CDS_0024)
15 16 17 tail protein (CDS_0018) | 2021 23 25 26 |

_— | —_— | o L | " _ ;[ ]
IMGVR_UViG_2681813238_000003|2681813238|2681872514|850248-889347:7,192-28,926 (+)
transcriptional regulator (CDS_0025)
PDC-525_WP_158408084.1 (CDS_0022)
18 amidase (CDS_0021) transcriptional regulator (CDS_0024)
15 16  tail protein (CDS 0017) | 1920 metallo-protease (EDS_0023)

MGV GENOME.0293893: 7,192.25,408 ()

transcriptional regulator (CDS_0028)
transcriptional regulator (CDS_0027)
20 amidase (CDS_0023) PDC-525_WP_158408084.1 (CDS 0025)
15 16 1718 tail protein(CDS_OOl‘?)T 2122 24 26

é

OTU.2301:7.192.29,551 (+)
transcriptional regulator (CDS_0030)
transcriptional regulator (CDS_0029)

19 amidase (CDS_0022) PDC-S25_WP_158408084.1 (CDS_0027)
15 16 17 tail protein (CDS_0018) | 2021 23 2425 26 metallo-protease (CDS_0028)

é

[} Ll |} |} ] 8| _________}§ |} N | | " _ ;| ]
uvig 194891:7,192-29,674 (+)
transcriptional regulator (CDS_0026)
transcriptional regulator (CDS_0025)
transcriptional regulator (CDS_0024)
19  PDC-525_WP_158408084.1 (CDS 0022)
15 16 17 tail protein (CDS 0018) | 2021 metallo-protease (DS 0023)

|
5

) | —
IMGVR_UViG_3300045988_081982|3300045988|Ga0495776_170204:7,192-27,615 (+)

retron_type_VI_hth_cluster2_1 (CDS_0015)
major tail protein (CDS_0009) 14 T transcriptional regulator (CDS_0016)

I
MGV-GENOME-0186873:6,565-15,569 (+)
transcriptional regulator (CDS_0017)
15 16 18 22 23

!#

MOV GENOME.0268686. 7,192 20889 (+
8000t |

lysis other tail transcriptionregulation unknown function defence (PADLOC)
I L]




