
MGV-GENOME-0265110: 7,695-19,506 (+)

tail completion or Neck1 protein
virion structural protein (CDS_0011)
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tail sheath (CDS_0013)

head closure (CDS_0014)

tail assembly chaperone (CDS_0015)
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MGV-GENOME-0238872: 7,695-20,644 (+)

endolysin (CDS_0016) 17
transposase (CDS_0018)
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24

25

MGV-GENOME-0239517: 7,695-20,734 (+)
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DNA methyltransferase (CDS_0017)
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24
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MGV-GENOME-0229814: 7,415-18,842 (+)
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MGV-GENOME-0220271: 7,695-17,268 (+)

endolysin (CDS_0016) 17
tail protein (CDS_0018)

19 20 21

uvig_248974: 6,762-15,318 (+)

minor tail protein (CDS_0009)
tail completion or Neck1 protein (CDS_0010)
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MGV-GENOME-0228761: 7,695-18,948 (+)

endolysin (CDS_0016) 17 18 19 20 21 22 23

MGV-GENOME-0232829: 7,612-19,495 (+)

endolysin (CDS_0015) 16 17 18 19 20 21

MGV-GENOME-0234256: 7,695-19,479 (+)

endolysin (CDS_0016) 17 18 19 20 21 22

MGV-GENOME-0246532: 7,695-17,937 (+)

tail length tape measure protein (CDS_0016) 17 18 19 20 21 22

MGV-GENOME-0241418: 7,695-18,908 (+)

endolysin (CDS_0016) 17 18 19 20 21 22

MGV-GENOME-0228379: 7,704-18,893 (+)

endolysin (CDS_0016) 17 18 19 20 21 22

MGV-GENOME-0220656: 7,695-17,537 (+)

endolysin (CDS_0016) 17 18 19 20

MGV-GENOME-0278785: 7,696-20,914 (+)

endolysin (CDS_0016) 17
transposase (CDS_0018)

19 20 21 22 23 24

uvig_483481: 7,696-24,006 (+)

tail length tape measure protein (CDS_0017) 18 19 20 21 integrase (CDS_0022)23
transcriptional repressor (CDS_0024)

25 26 27

MGV-GENOME-0256168: 7,695-23,672 (+)

endolysin (CDS_0016) 17
tail protein (CDS_0018)

19

tail protein (CDS_0020)
baseplate wedge subunit (CDS_0021)

22 23
tail fiber protein (CDS_0024)

25

MGV-GENOME-0262889: 7,695-26,294 (+)

endolysin (CDS_0016) 17
tail protein (CDS_0018)

19

tail protein (CDS_0020)
baseplate wedge subunit (CDS_0021)

22 23
tail fiber protein (CDS_0024)

25 RT_III-AM_III-B_2 (CDS_0026) 29 30 31 32

7000 nt

connector head and packaging integration and excision lysis other tail transcription regulation unknown function defence (DefenseFinder)


