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radical SAM domain-containing protein (CDS_0020)
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radical SAM domain-containing protein (CDS_0023)
radical SAM domain-containing protein (CDS_0022)
Reverse transcriptase (CDS_0027)
25 partition protein (CDS_0029)
24 126 [ 28] 30 31 32 33 34

tail sheath (CDS_0014) 18

13 1516 17]19 20 21

I

g

i

|

|
%

I S — - B I S N E—— LN | ]
MGV-GENOME-0312890:7,136-30,822 (+)
radical SAM domain-containing protein (CDS_0020)
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