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MGV-GENOME-0190809: 13,035-26,384 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0032)
25 26 2728 29 30 31 33 34

1%

T ——— T T W T ]
MGV-GENOME-0166706:12,725-22,739 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0031)
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MGV-GENOME-4372890: 12,931-21,659 (+)
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MGV-GENOME-0164835: 13,047-22,474 (+)

holin (CDS_0029)
endolysin (CDS_0030) RM_Type_|I_Type_ll_MTases_FAM_2 (CDS_0037)
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MGV-GENOME-0216432:12,725-30,920 (+)
RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0031)
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MGV-GENOME-0195780:12,725-27,223 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0039)
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MGV-GENOME-0210116:12,725-29,769 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0039)

holin (CDS_0029)
enda;sin (CDS_0030) capH (CDS_0033)

integrase (CDS_0031)
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MGV-GENOME-0206416:12,741-29,128 (+)

trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0033)
holin (CDS_0030)
endolysin (CDS 0031
26 27 28 29 | 32 | 3435 36 37
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MGV-GENOME-0182195: 13,244-25,008 (+)
DNA methyltransferase (CDS_0032)
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endolysin (CDS_0030)
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holin (CDS_0029)
endolysin (CDS_0030)
2526 27 28 | 31

MGV-GENOME-0163470: 12,728-22,279 (+)
holin (CDS_0029)
25 26 27 28 | endolysin (CDS_0030)

MGV-GENOME-0157766:12,730-21,522 (+)
holin (CDS_0030)
endolysin (CDS 0031)
2627 28 29 | 32
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MGV-GENOME-0161448:13,047-22,012 (+)
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MGV-GENOME-0157668: 13,047-21,506 (+)

holin (CDS_0030) capH (CDS_0035)
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SAMN11252260_al _ct21146:12,724-24,190 (+)

25 26 27 28 holin (CDS_0029)

IMGVR_UViG_3300045988_059304|3300045988|Ga0495776_024999:12,744-25,073 (+)

holin (CDS_0029) trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0041)

endolysin (CDS_0030)
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MGV-GENOME-0200742:12,753-27,864 (+)
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SAMEA2737757_al_ct45340_vs1: 13,251-24,202 (+)
holin (CDS_0031)
endolysin (CDS_0032)
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MGV-GENOME-0187443:13,038-25,832 (+)
holin (CDS_0031)
25 26 27 28 29 30 T endolysin (CDS_0032)

MGV-GENOME-0166693: 12,644-22,722 (+)
holin (CDS_0029)
endolysin (CDS_0030)
‘ integrase (CDS_0031) capH (CDS_0033)
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MGV-GENOME-0192343: 12,725-26,637 (+)

holin (CDS_0030)
endolysin (CDS 0032)
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MGV-GENOME-0196098: 12,726-27,275 (+)
hemolysin (CDS_0031)
25 26 27 282930 | holin(CDS_0032)
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IMGVR_UViG_3300045988_054854|3300045988|Ga0495776_109966:12,726-24,548 (+
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IMGVR_UViG_3300045988_026440|3300045988|Ga0495776_002164:13,245-23,720 (+)
trans_reg_VanU-NCBIFAM glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0031)
DNA methyltransferase (CDS_0026)
25 272829 30 3233 34
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MGV-GENOME-0180707:12,734-22,577 (+)

7000 nt !
integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)
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