
SAMN06164751_a1_ct74929_vs1: 41,163-45,916 (+)

exonuclease (CDS_0052) 53 54 55 56 57 58 59 60 61 62

IMGVR_UViG_3300023494_000162|3300023494|Ga0257057_100117|19111-58729: 24,138-28,860 (-)

32333435

uvig_153398: 23,377-28,712 (-)

3233343536
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042)

MGV-GENOME-0261446: 18,532-28,596 (-)

endolysin (CDS_0023)
24252627

tRNA-Arg(ACG)
28293132333435

uvig_48423: 23,231-28,649 (-)

323334353639

uvig_475652: 38,403-45,468 (+)

55 56 57 DNA polymerase (CDS_0058) integrase (CDS_0059)

IMGVR_UViG_3300045988_164382|3300045988|Ga0495776_044014: 18,479-27,949 (-)

2324252627DNA polymerase (CDS_0028)3031323338

IMGVR_UViG_3300029251_000035|3300029251|Ga0167475_100608: 18,479-27,921 (-)

2630313233

uvig_147110: 17,803-27,374 (-)

2128293031

SAMEA2737819_b1_ct9_vs2: 29,194-33,777 (-)

34353637

MGV-GENOME-0278751: 26,385-34,264 (-)

3536374142anti-TA (APIS117) (CDS_0046)47

uvig_80157: 21,293-26,773 (-)

34353637383940

OTU_2866: 18,494-28,577 (-)

2526HNH endonuclease (CDS_0027)3132333435363739

uvig_418833: 17,479-26,390 (-)

28293031323334

uvig_507908: 28,726-33,862 (-)

31323334

uvig_80713: 25,736-30,856 (-)

33343536

uvig_431345: 33,995-39,106 (+)

50 51 52 53

IMGVR_UViG_3300029315_000286|3300029315|Ga0242753_100486|6446-42532: 16,387-24,967 (-)

1920212427282930

IMGVR_UViG_3300029408_000369|3300029408|Ga0242748_1000144|133-35785: 16,387-24,533 (-)

26272829

uvig_542770: 17,589-24,751 (-)

2627283036

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis transcription regulation unknown function anti-defence (dbAPIS) tRNA


